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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 246733 CNR27 RS05350 WP 096297264.1 .MSEHRSVLIVDDEQDIRELLVLTLGRMGLRTETAPTLSCARELLASGPFDLCLTDMRLPDGSGLDLIGEIATRYPGMPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 246733 CNR27 RS05350 WP 096297264.1 AMITAYGNVEAAVEALKAGAFDFVSKPVDIHVLRGLVRQALELGERA..KRETEAHSSRLLGTSDAMVTLRNTITKVARS 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..A.EEAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 246733 CNR27 RS05350 WP 096297264.1 QAPVFINGESGTGKELVARTIHAQGARASGPFIPVNCGAIPTELMESEFFGHRKGSFTGANSDKPGLFQAADGGTLFLDE 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 246733 CNR27 RS05350 WP 096297264.1 VAELPLAMQVKLLRAIQEKCIRPVGAPAEVQVDVRILSATHKDLAQLVNDGRFRHDLYYRINVIGLHVPPLRERTGDLPL 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN.......ISNP 393
NTDB id 246733 CNR27 RS05350 WP 096297264.1 LSDAILRRLAQAMHRAPPALTDDAVAALEAYRFPGNVRELENILERALAMADGDRITAADLHLPASRNLQQTAQPQRSSP 397
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG....... 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQS.IQTTVAAPQ.....AVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDT 467
NTDB id 246733 CNR27 RS05350 WP 096297264.1 FITGTHQALPAGPSPPRDPRTLSPYDTASSALPSFIEDIERAAIQQALQENRYNKTKTAAALGITFRALRYKLKKLGID. 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..................AASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID. 445
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETEQEV 473
NTDB id 246733 CNR27 RS05350 WP 096297264.1 ...... 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...... 445
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