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NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQS..GKLRPEALAQ.......AVATQL 388
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQS..GKLSPEMLAR.......SLAAQL 388
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1110 NGFG RS09235 WP 003689817.1 ......MSV........GLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSD..GVISPKSLAA.......LIARVF 56
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAE.......TISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAE.......IISLEF 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIAL.......TAAQNF 65
NTDB id 246643 PRUTH RS12725 WP 151173426.1 ......MNI........NSPL.IRKFITLGR.IDSDTVKAHQEQSRCAAETIVRS..SNMSNQELLA.......QCVELF 55
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ......MLT........NLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTE.......QLSHIF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ......MHS........NLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAE.......HLSSIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ......MLT........NLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTE.......HLSSVF 57
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NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPD.....PGAPLLLPEDLCRRYGVFPHRLEG...NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPD.....PKVALMIPEATARRYVVVPVRLQG...NSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRL 161
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRH.....RVLMGVLTEEQMVEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKTV...SAAGIA..VELV 123
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQRG...QILYVATSNPSNIEAIDAIR...FNSKLL..VEPV 132
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHRG...HVLYVATSNPTNIEAMDAIR...FNSKLK..VEPI 132
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEIQ...FHTGLN..THAI 132
NTDB id 246643 PRUTH RS12725 WP 151173426.1 RTPYIDLSSFDPR.....SIDKHLLNEQLIRRHHMLPISTKG...NKLFLAASDPTDYGAFENYE...FSTGLQ..CEVV 122
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEFR...FATGLQ..VELA 124
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDFR...FATGLQ..VELV 124
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDFR...FATGLQ..VELV 124
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NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFAK.......................KQAEEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKELAE.......................RNKTQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1110 NGFG RS09235 WP 003689817.1 IVEDDQLAGLLDWVGSRSTSLLQE.LGEG.....................Q.EEEESHTLYIDNEEAEDGPVPRFIHKTL 180
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVEHHKLEKVLGQHFAEESSFDFN......DEEFDLDVN...........L.DGPTAQEDEEEAPQGDEAPIVKYINKLL 194
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVEHDKLERLLSEHFVEETHFNFD......TEELDLDVE...........V.DPHTTDDDDEDDKLKDEAPIVKYINKLL 194
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VVETDKLSALIDNLLTAKESQGLSEYVED.SGDLEGLEI...........S.ADDEDQDIDTATSVTDDAPIVKFVNKIL 199
NTDB id 246643 PRUTH RS12725 WP 151173426.1 LADYRQIDNLIEQLFDATHTLKLS...QEDSDELSHLAK...........Q.DYDNHH..PEQGNEDDDAPIIVYINKIL 185
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGKEISQDELANLVK...........V.SDDELQ..SIEDLSQDDSPVSRFINQVL 190
NTDB id 1293 VP RS12240 WP 005479695.1 LADFRELSTAIRRLYGRSLSHEKSGLKEINQEELASLVD...........V.GADEID..NIEDLSQDESPVSRYINQIL 190
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAGLVD...........I.GEDEIE..NIEDLSQDESPVSRYINQIL 190
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NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVD 592
NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLD 589
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVD 319
NTDB id 1110 NGFG RS09235 WP 003689817.1 SDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVD 259
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAID 272
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTID 272
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAID 277
NTDB id 246643 PRUTH RS12725 WP 151173426.1 RDAIRRGASDLHFEPYDGDYRIRFRIDGVLHEMANP.PYALSTRLAARIKVMSKLDISEKRKPQDGRIKLTISP.RNSID 263
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
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NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNI 357
NTDB id 246643 PRUTH RS12725 WP 151173426.1 FRVSTLPTMWGEKIVMRVLDSSNATLGIDALGYEEEQKQLYLHALQQPQGMILVTGPTGSGKTVSLYSGLSILNTPERNI 343
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
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ALKRASFMLRQDPDVIVI FLMVGETIRDKQSLDETADKETVIATVI EKASALQTGHMLVFIMLTASTLHTNNDSAPAAQGEATVILANSIT
NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAIT 752
NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVT 749
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
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