
logo MYMS IQQNPIY I
V IKRKGDMVLIQRPCASFLDSDTDGDKQYRENGSYELI LIKRYFKDDKDTSRKIVQLNKPEFRKVPQKI IDERSCRKFYGSNSTYNLFGKKEADETMNRITGI SSKPP I LFLTPLF

NTDB id 24612 SSP RS08825 WP 011303464.1 ..MIQPYIIKKGDMVLQPCSLSTGKYEGSYLLKYKDDSKVLKERVPKIIDRSCRFYGSSYNFKKEDTMRITGISSKPPILFTPLF 83
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
consensus ******!*!*!!!!!**!*********!!***************!*!!!*!!!*!!!**!**!!**!*!!!!!!!!!!!!*!!!!

logo PTYFFPTHSDRKQENENTIW I
LNI

MHYVIHEQS IKPELKENKRKCKVTFVIDNNQETS IVIALNHI
VSAYHSMLHWHQYLNNGS IYFYYYMMVDRKAQASRVMAITSFKDNPEDSQP IDYTN

NTDB id 24612 SSP RS08825 WP 011303464.1 PTYFFPTHSDRKEENTWINIHYVHQIKPLKEKKCKVTFVDNQTIVANISAHSMHHQYLNGIYYYYMMDRAARVATFDPESPIDYT 168
NTDB id 39 MW RS04875 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
NTDB id 23 SA RS04995 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
consensus !!!!!!!!!!!**!!*!*!*!!***!!*!!**!!!!!!**!**!****!*!!**!!!*!*!*!!!!*!***!*****!**!!!!*

logo KPAQTLNI
V
Y
FEALATKRYSLFENDKS

NTDB id 24612 SSP RS08825 WP 011303464.1 KPQLNIYEALAKYSLFENKS 188
NTDB id 39 MW RS04875 WP 000287265.1 KATLNVFEALTRYSLFEDK. 189
NTDB id 23 SA RS04995 WP 000287265.1 KATLNVFEALTRYSLFEDK. 189
consensus !**!!**!!!**!!!!!*!

X non conserved
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X ≥ 50% conserved


