
logo MPTIKVLFVDDHEMVRIG I SSYLSTQSDIDEVVGEGAKSGKDEAIAEKAHELKPDL I LMDLLMDEDMDGVEATETQI
VKKDLPNQIKVLVMLTSFY

NTDB id 24596 SSP RS04510 WP 002482846.1 MPIKVLFVDDHEMVRIGISSYLSTQSDIDVVGEGKSGKDAIEKAHELKPDLILMDLLMDDMDGVEATEQVKKDLPNIKVVMLTSY 85
NTDB id 4 SA RS09755 WP 000153535.1 MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKVLMLTSF 85
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!*!! !!!!!!!!!!!!!!!!*!!!!!!!! !*!!!!!*!!!*!!!!*

logo I EDKNEVYRALDASGVDSYI LKTTSAKSDIADEAI
VRKTSYNRGNESVFEAPEVLVKMRNRMKKQRAELYEMLTEREME I LLL IAKGYSNQE IAS

NTDB id 24596 SSP RS04510 WP 002482846.1 IEDNEVYRALDSGVDSYILKTTSASDIAEAIRKTYNNESVFEAEVLVKMRNRMKQRAELYEMLTEREMEILLLIAKGYSNQEIAS 170
NTDB id 4 SA RS09755 WP 000153535.1 IEDKEVYRALDAGVDSYILKTTSAKDIADAVRKTSRGESVFEPEVLVKMRNRMKKRAELYEMLTEREMEILLLIAKGYSNQEIAS 170
consensus !!! !!!!!!! !!!!!!!!!!!! !!!*!*!!! !!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASHITIKTVKTHVSNI LSKLEVQDRTQAVIYAFQHNL IQ
NTDB id 24596 SSP RS04510 WP 002482846.1 ASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
NTDB id 4 SA RS09755 WP 000153535.1 ASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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