
logo MKQVAMIGYLRQSTMTKQQSLAAQKQATIKEVAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRNLKNAL
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL 85
NTDB id 24589 SSP RS00190 WP 011302039.1 MKQAMGYLRQSTTKQQSLAAQKQTIKVLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
consensus !!!**!!!!!!!*!!!!!!!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KL IMKLCQKTYHVHI LSVRHDGYFDMNDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYHNGATF ITINDQTNVEK

NTDB id 10 SA RS00435 WP 000815646.1 KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE 170
NTDB id 24589 SSP RS00190 WP 011302039.1 KLMKLCQTYHVHILSVRDGYFDMNKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYHNGTFTIDTVK 170
NTDB id 1 SACOL RS00225 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
consensus !!*!!!!*!!!!!!!!*!!!!!!**!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!!!*!*!****

logo

A
SPTVKAVFNYYI

L
K
QGHYGYKKIAQLYLEEADDNTKYF INRQKPYQVRNI I ILNPNYCGRVNINQYGQFYDENMFPSAIVSTSTIYEQEAQRVLTRSTQKPQI

VKQR
NTDB id 10 SA RS00435 WP 000815646.1 SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ 255
NTDB id 24589 SSP RS00190 WP 011302039.1 SPTVKAVFNYYLQGYGYKKIAQYLEADNKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKQVKR 255
NTDB id 1 SACOL RS00225 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
consensus *!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!!!*!!**!*!!**!*

logo

T
K
S
PSDENQLKQKIKCPCYCDHNTSTLTNMTI

VRKPKDHNHSTLRYYVCPKQNMNNAASRFVCDEFKGINAQTELEDTKSVLEAVTCKQDFYFQNQRQI
LYTSKIKNGHATIDQKQ

NTDB id 10 SA RS00435 WP 000815646.1 TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK 340
NTDB id 24589 SSP RS00190 WP 011302039.1 KPSENQLKQKIKCPYCHSTLTNMTVRKPDHSLRYYVCPQNMNNARFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
NTDB id 1 SACOL RS00225 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
consensus **!*!!!!!!!!!!*! *!!!!!!*!!* !*!!!!!!!*!!!**!!!!*!!!!!!!*!!**!!**!*!!*!!!**!*!!***!**

logo R I
LKKRQKRNDI EAKTHKHNTTLNTHQEQL I EKLAQDGI

KIDAESTFRKEQTQSSLRQHQPSQKRPTI LSTS I SNAGTHYQIRQHKTAI
FQNI IQKQRFTLNI

MLYPYI EDTE INHINSTKDNK
NTDB id 10 SA RS00435 WP 000815646.1 RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK 425
NTDB id 24589 SSP RS00190 WP 011302039.1 RLKKQKDIEAKNTLTQEQLIEKLAQGKIDAESFRKQTQSSRQHSKPILSINAYQIQKAFQNIIQQRFTLNMLYPYIDEIHINKNK 425
NTDB id 1 SACOL RS00225 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
consensus !*!*!**!! * !!**!!!!!!!!!**!!!!*!!*!!!!*!!******!!***!!****!!!!!*!!!!!*!!!!!**!*!*!*!

logo

N
S
TLAITGIYFKNEPLNIVKNQTTMEQLSTS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 24589 SSP RS00190 WP 011302039.1 TLTGIYFKNEPLNIVNQTTQSTIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
consensus *! !!!!!!!!!!!!*!!****!*

X non conserved

X similar

X ≥ 50% conserved


