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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 MRTGMLALVLGLLSLRFLPALPPVGWLIPLLLL....AVASLRT.....R....AWPLGWLALGVCWACWSAQQALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPV....GLLLLPF.....R....WRPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 PAALDGRTLWLEGRVVGLPTRTERGVRFELEQPQS.RRARLPQRVQLSWFE....................GPPLRAGEH 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 WRLAVNVRRPQGLLNPHGPDQEATLLARRVGATGTVKAGTRQGEE............A..SSWRDGLRQRLLATDAHGR. 191
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR. 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 EAALAALVLGDGAGLAREDWQVLQATGTVHLLVISGQHIGLLAGLVYGLVA.......GLARLGAW..PRWLPWVPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 LAMAAALAYGWLAGFGVPVQRACLMLAVVLFWRLRFRHLGAWVPLLMALSGVLLVEPLASLLPGFWLSFGAVAVLVLCFA 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 AR..............LGAWRPWQAWTRGQWVIAVGLLPVLLALGLPVSLSAPLANLLAVPWLSLGVLPLALLGTALLPV 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 PGLGEVMLWLAGLSLDGLFAVLTRLAGLQPAWIPESLPLWAWLLVCLGAVLVLLPRGVP...LRAPGAVMLLA.LWAPRE 484
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 QVPPGQVEVWQLDVGQGLAVLLRTRNHALLYDAGPAQGGR.DLGETVVLPTLRKLGVKALDVMLISHGHADHAGGAAAVR 563
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 RGVPVARVLAGEVAGLE..........AASLCRSGERWQWDGVDFELWHWP......QGASSNERSCVLRVQANGERLLL 627
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 AGDMEAGAERAWLAAT..DDPRVDWLQAPHHGSRTSSSEPFVQATAPRAVLISRGRHNGFGHPHGQVVERYRRHGVVVHD 705
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIE..TRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 245764 CLJ08 RS04970 WP 096048371.1 TAVEGALRLVLGSRGGVEGV....RRERRFWREVDEG.............. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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