
logo MMGSLVAKLFITIVKHYGTSSRSAI
R
T
S
H
M
V
IG I

V
E
H
S
V
QAQPESTLP I

V
R
S
T
I
VEVNHVILDSQGNGKSVMLPSGLTYFHQTI

M
LVGLAPDEANKTSTAI

V
R
KEASSQRKEHDRI

V
S
RASAI

L
K
L
V
M
I
C
N
V
A
S
G
R
N
Q
Y
F
D
Q
K
E
L
Y
FPGCAKRKR ITI

VNMLGAPANDLRPKTEGSGAGR
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 245753 CLM98 RS21485 WP 104948392.1 MSLALVHSRARVGVHAPEVRVEVHLSGGLPSTQIVGLPEAAVRESRERVRAALLCAQFEFPARRITINLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 245753 CLM98 RS21485 WP 104948392.1 FDLPIALGILAASGQIDRQALADYEFLGELALTGELRGVDGVLPAALAAAQA.GRRLIVPLANGAEAAIAGHVEAFTART 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNTYFAQT 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQTYCAST 159
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSIL 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 245753 CLM98 RS21485 WP 104948392.1 LLEVCATLNGSQKAPAAELAVQAL....GARALPDMADVRGQPHARRALEIAAAGGHHLLLVGSPGCGKTLLASRLPGLL 235
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLL 239
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADLL 238
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEV 318
NTDB id 1271 LPP RS03220 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 245753 CLM98 RS21485 WP 104948392.1 PEASEAEALETAAITSISGRGL.DLARWRQRPYRAPHHTASAVALVGGGTHPRPGEISLSHNGVLFLDELPEWQRQTLEV 314
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDS 314
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDS 314
NTDB id 1349 HI 1117 AAC22771.1 PEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLDA 318
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
consensus !**** *!*!** * !* * ** *!*!*!!!**! *!!!!!!* !*!!!!!!***!*!!!!!*!!* ! *!*



logo

M
LRQEPLEDSRGVHEVIVCTI IASRAKNQAFRGASTQKTIVDNEQRYFPACSKRFMQI

L IVGASALMNPCSPSCTTGFSHQYGFWYAPQTEGDGDNGSDSQGGNPSATRHQNACNTMRASCTNTSSPFDQAEQRSLMIQRLMSRYRLGASNKR I
LSAGPFLLDRFIDI

L
M
H
Q
S
L
V
I
T
E I
V
Q
H
P
K
R
L
A
V
L
E
S
P

NTDB id 1323 RA0C RS07335 WP 004916218.1 MRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGF.FPD..DPNNTSSSFEMQRYLNKLSGPLLDRIDIHIEVQKVE 395
NTDB id 1271 LPP RS03220 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQ.WG.NSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALS 392
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQ.WG.NSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALS 392
NTDB id 245753 CLM98 RS21485 WP 104948392.1 LREPLESGVVTIARAARSVDFPARFQLVAAMNPCPCTSGWAGDGSGRCRCSSDSIRRYRSRISGPLLDRIDLHVEVPRLP 394
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGY.YE...GSQARANPQSILRYLSRLSGPLLDRFDMSIEIPALP 390
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGY.YE...GNQARTNPQAILRYLGRLSGPLLDRFDMSLEIPALP 390
NTDB id 1349 HI 1117 AAC22771.1 LRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGH.YT...GTHNRTSPQQIMRYLNRLSGPFLDRFDLSIEVPLLP 394
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGH.YQ...GTHNRTSPQQLMRYLNRLSGPFLDRFDLSIEVPLLP 393
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NTDB id 1323 RA0C RS07335 WP 004916218.1 FDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDRI 473
NTDB id 1271 LPP RS03220 WP 011213198.1 QEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRL 468
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRL 468
NTDB id 245753 CLM98 RS21485 WP 104948392.1 PQALRS..GNLGEDSASVRARVVAARQRQLARGA....LPNAQLDQADTDRHCRLQHNDQVLLERAIEQLQLSARSMHRI 468
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHRI 465
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHRI 465
NTDB id 1349 HI 1117 AAC22771.1 QGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHRI 469
NTDB id 1387 A4U84 RS06900 WP 020457569.1 QGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHRI 469
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 LKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 245753 CLM98 RS21485 WP 104948392.1 LRVARTIADLDDSADIATRHLTEAIGYRKLDRALGAASAA.. 508
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 LKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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