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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 245670 CLM75 RS16480 WP 105162489.1 GR.......L.......GPWSLWQAWTRPQWLIAIGLFPVLLVLGLPISLSAPFANLVAVPWISLVVLPLALLGTALLPL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 245670 CLM75 RS16480 WP 105162489.1 LVPHGQVDVVQLDVGQGQALILRTRHHALLYDAGPRSGTF.DLGARVVLPSLRKLGVGALDLMLLSHADADHAGGATAIA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 245670 CLM75 RS16480 WP 105162489.1 KGLPIKRVVGGETEGL.......PALLGTQPCISGERWTWDGVTFELWQW......PGAITGNPKSCVLQVQANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 245670 CLM75 RS16480 WP 105162489.1 SAEHGAVRLQLGAF..APPVVARSQRRFWRERLP............... 741
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