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NTDB id 245643 CLM73 RS23975 WP 105240551.1 ..........................................MEPF....RA..PQPPVPAPGP......VVAPAPVVAA 26
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 245643 CLM73 RS23975 WP 105240551.1 PAPAPVSTP.SP.VAAPAPVVPAVPEPAPAEAPKKASWLSRLKQGLSRT....GQSIGGIFVGVKVDENLFEELESALIM 100
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *!* *! *** ** *** !* !*!* * **! ! !!!!!! ******* !**!*! ! * ! !*!!!!* !!
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NTDB id 245643 CLM73 RS23975 WP 105240551.1 ADAGLEATEKLLTALRARVKKERIEDPAKVKTALRELLADHLRPLERDFDLKR.TQPLVVMIAGVNGAGKTTSIGKLAHT 179
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !*!!!! !* *!*!! * !* ** !!*! ! !***!!!** !* * ! !*!*!!*!!!!!!!!!!!!!*

logo FQARQGAKSVLLAAGDTFRAAAREQLQVAEWGGSRNNVSTVI SQDTGTGDPSAAVACFDASVNQAAGKRARGI
M
D
G
I
VVLMAVDTAGRLPTQLHLMEE I

L

NTDB id 245643 CLM73 RS23975 WP 105240551.1 FQRQGASVLLAAGDTFRAAAREQLVEWGSRNNVSVISQDGGDPAAVAFDSVNAGRARGMGVVMVDTAGRLPTQLHLMEEL 259
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !! !!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!*!!!*!! !*!**!!!* *!* !!!!!!!!!!!!!!!*
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NTDB id 245643 CLM73 RS23975 WP 105240551.1 KKIRRVIGKAEATAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPVYWIGV 339
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
consensus !!**!!* !! * !!!!***!*!*! !!!!* !**!!! !* !!!!*!!!!!!!!!!! !!!*!**** !!!!! *!!!

logo GEGS ILDEDLQRPFDVADRAEFAVADALLADD
NTDB id 245643 CLM73 RS23975 WP 105240551.1 GESLEDLQPFVADEFAAALLAD 361
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
consensus !! **!! !! ! ! !!! *
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