
logo MDQAAVCLTICR INQML ILTSNPFSDLLFLRKWKWKAGDMPTSMNSLGTVSNPKVLLQKTFVFTRKYDRKI SLR
DQMIGKQVAQVAKASAI

L
P
KNFE I EQFLYKYNPQDKVLKPQKRLVRL

NTDB id 245540 CLD04 RS09385 WP 017694865.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTR........DQIK....AAALKNEIEQLYP.KLQRVL 67
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTR........DQIK....AAALKNEIEQFYP.KLPRVL 67
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMT.NLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDVKKLR 64
consensus *********************!**!*!!*****!****!****! *!** *****!*!!!*** ** ***

logo ADAYREKQKGFI SNSTFI SP I LSDSDKLQYPEFRWLRKES IYNDPPVALVI
LFYAQKGNDI

M
D
TLLKSNKGPRKLIAGFIVGSTRLNAPGTQASYGI

K
K
Q
S
VVQNKHI

L
V
T
T
KE I LCNRQKDGSFWTVIVSG

NTDB id 245540 CLD04 RS09385 WP 017694865.1 AAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKDWVIVSG 147
NTDB id 114 BSU 16110 NP 389493.1 AAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSG 147
NTDB id 599 KW2 RS05940 WP 021037268.1 ADY..KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTE.LNQSFTIVSG 140
consensus !*!*********!****!!**!**!!*!!***!**!***!!****!***!!*!*****!***!*****!**** **!!!!

logo LAKSGIDTGAMSHLASAAS IKTAKTGPRTIAGVIGATGGLFDQI
H
F
IYPLRENRLKQI

L
Q
A
E
D
Y
H
L
MAKYHQHLIVLLSEYHSPLPGEETKPLQKYWHFPEMRNRI IASGLSREGVVIV

NTDB id 245540 CLD04 RS09385 WP 017694865.1 LASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIV 227
NTDB id 114 BSU 16110 NP 389493.1 LASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIV 227
NTDB id 599 KW2 RS05940 WP 021037268.1 LAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVV 220
consensus !!*!!!**!!***!!*!**!!*!!**!****!!*!!*******!!****!!!*****!!*!*!!!*!!!!!*!!!*!!*!

logo VEQAGKLERKSGSL ITCAEYRQALEEQGRDE I
VFAI

VPGNS ILAFDGPTYSADGGCPNIHKL IQQGAKLAVIYWQSAQEDI LFEEYLLPYENRNVQYTEPF
NTDB id 245540 CLD04 RS09385 WP 017694865.1 VQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 114 BSU 16110 NP 389493.1 VQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 599 KW2 RS05940 WP 021037268.1 VEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
consensus !**!**!!!!!!***!!!*!!**!!*!!***!****!***!!!!!!!****!*!!*!!************

X non conserved

X similar

X ≥ 50% conserved


