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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 MFRIMKYLSKAEIGQMLIALVSIVGQIWFDLELPDYMSDITTLVETPGSAMADIWVAGGKMLLVSLGSVCCAIITGYIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!*! ! ! ! ! *!* !* *! !! !*!!! !!!!* !*!* !! *! !!!* ! !! **!** !**!
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 RVASSFGQRLRSLEFRKVESFGPAEMSKFSTASLITRSTNDITQIQMFITMGLQLIVKSPIMAVWAVCKIAGEGFEWTVA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! ! !! !!!! ! *! * *!!* !!! *!!*!!*!!!*!!*!* ! !!*!** * !!!!!!!**!! ! !!! !
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 TAIAVVILLVAVVILMAMGMPKFKAMQRLTDNINLVARENLTGLRVVRAYNAEDYQESKFTKANKDLTDTQLFTNRTMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus **!!*!* * * *!! ** !* * *! !!! *! !! !!!*!!!!!!!!!!!!**!! * !! !! *! ! ! *
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 MMPLMNTVMNGLMLAVYWIGAYLIEAA............ELTDKLTVFSNMVVFSSYSVQVIMSFLLMSMVFVLWPRADV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !*! ! !! !!*!!!!!!!* ************ * !***!!! !!!!!!! *!!** !**! *!** !!! !
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 SAQRVMEVLNTEPIVKNGTKRAADIAKTGQTGTVEFKNVSFTYPDSREAMLQGINFKAEKGQTVAFIGSTGSGKSSLINL 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYS...KADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNL 397
consensus !! !* !!! * !* *** ! * ! !!!* !!! !* !** ** ! ! ! !!!!!!!!!!!!!*!*!!
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 VPRFYDVSAGQVLVDGVDVRDYDMVALRDKIGYVPQRSVLFKGTVAGNISYGDKPGENDAVELADTSTPAGRKREALQLA 468
NTDB id 369 SMU RS04255 WP 002263293.1 IPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAP....LD................ 457
consensus *!!!!! * ! * *!!* ! !! * ! !*!!*!!! !!! !!* !! *! * *****! ****************
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NTDB id 245270 DRBB29 RS10635 WP 106621994.1 ADAANDGKLTDEQMSRVKAAADVAQASEFVNRMDGGFDSPIAQGGSNVSGGQKQRLSIARAVYRHPEILIFDDSFSALDF 548
NTDB id 369 SMU RS04255 WP 002263293.1 .............DAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDY 524
consensus ************* ** ! **!!! !! * ! !***!!!!*! !!!!!!!! !!!!* !*!!!!!!!!!!!!!!*



logo KTDRAI LVRDNADLAEKEKATKDEMSTKL IVAQR IGSTIMDNADHRI LVVLDEQGKVVGQGTHKELLAENCNDE I
VYQREQIAEYSQLSEKESELETANGK

NTDB id 245270 DRBB29 RS10635 WP 106621994.1 KTDRAVRDALAEEAKDSTKLIVAQRIGTIMNADRIVVLDEGKVVGQGTHKELLENCEVYRQIAESQLSESELTA.. 622
NTDB id 369 SMU RS04255 WP 002263293.1 KTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!! *! !! !* !!!!!!!!! !!! !!*!*!!! !!!!!!!!!!!!! !***! !! !!!! !! **
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