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LGGYVRMAGNWGDEDETTEMIAKPT
NTDB id 244707 CK496 RS04920 WP 095803543.1 MKTILTFIIVFGILVIVHEFGHFFFAKRSGILVREFAIGMGPKIYGHQAKDGTTYTLRLLPIGGYVRMAGNGDDETEMAP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!*!!***!***!**!!!!!!!!!!!!!!!!!!!!!!!!!!!**!**!!!!*!!*!*!!*!!!!!!!!*!*!*!!***
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NTDB id 244707 CK496 RS04920 WP 095803543.1 GMPLSLSLNSDGIVEKINLSKKVQLTNGIPVELVRYDLEDELTITAFVNGDDTEAVTYPVDHDATIIEADGTEIRIAPRD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*!**!!*!**!!!!*********!*****!!!!!*!!!!**!*!* **!!*!!!!!!!*!*!!!!*!!!!*!
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VTSDWTD

NTDB id 244707 CK496 RS04920 WP 095803543.1 VQFQSAKLWQRMLTNFAGPMNNFILAIFLFIVLAFMQGGIQVTNTNQIGAVLPDGAAEVAGLKENDHILSINDKKITSWT 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!!!****!!*!!!*!!!*!*!*!!*!* !***!!!*!*!!!**!*!**!!**!*!*!*
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NTDB id 244707 CK496 RS04920 WP 095803543.1 DLTSQITANPGK.....KLNFEVQRD.GKVQDIEVTPKSVESNGQKVGQLGIQAPMKTGFIDKIVGGTKQAFSSSLEIFK 314
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus *!******!**!******!***!*!**!****!*!*!* *!****!!*****!!!**!!!*!!***!******!**
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NTDB id 244707 CK496 RS04920 WP 095803543.1 ALGSLFTGFSLNKLGGPVMMFQLSSEAASQGMMTVIGLMAMLSMNLGIVNLLPIPALDGGKLVLNVIEGVRGKPLSQDKE 394
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus *!**!*!*!!!!!!!!!!*!!!*!**!***!******!!*!!!*!!!!*!!*!!!!!!!!!*!*!*!!**!*!!!*!**!
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NTDB id 244707 CK496 RS04920 WP 095803543.1 GILTLIGFGFLMLLMILVTWNDIQRFFF 422
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus ***!!*!******!!!*!!!!!!*!*!!
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