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NTDB id 244701 CK496 RS01160 WP 086270550.1 MDKKDVTPKMKKNKYGFWKKLGLGLVGGVLGGLIT.AGIFYVAMGSSFTTSSTSASGNQNSAGETVVENVKVNVESDITS 79
NTDB id 381 SMU RS09890 WP 002262650.1 ......MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF.........SNNGK..TTVSNVIYDTKSNTTK 63
NTDB id 425 SGO RS10525 WP 012131081.1 .......MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSA.........TNNNQKTATTVTTSYKNSNSTTE 64
NTDB id 539 SM12261 RS09395 WP 000681587.1 .......MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTE.........ST.SNNNSTITQTAYKNENSTTQ 63
NTDB id 256 KZH43 RS10270 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSV.........NN.SNNNSTITQTAYKNENSTTQ 63
NTDB id 215 SPD RS10945 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSV.........NN.SNNNSTITQTAYKNENSTTQ 63
NTDB id 181 SPR RS10425 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSV.........NN.SNNNSTITQTAYKNENSTTQ 63
NTDB id 145 SP RS11450 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSV.........NN.SNNNSTITQTAYKNENSTTQ 63
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logo AVKDNNKVQKGNDTAVVSVINTLYQSEKNAQSTNDNRNSQDSNAYSEIYVNFGYDQLFSGQSDQGENKNQDSNDKSTGSDDENTEDAGNSDLQEGQRAVIAYSGSEGSGVIYRKKDNKGDDKYSEAYLIVTNTNHVVIDKNDGQAEKQSGKLVEDVI LMRMLKASNDG
NTDB id 244701 CK496 RS01160 WP 086270550.1 AVDKVQGAVVSVINLQNQNQSSEFGQLFGQQEQSSSDEALEAYSEGSGVIYKKDGDSAYIVTNNHVVDGQQGLEVLLKDG 159
NTDB id 381 SMU RS09890 WP 002262650.1 AVKNVKNTVVSVINYQKTDNSYYNYD.SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANG 142
NTDB id 425 SGO RS10525 WP 012131081.1 AVDKVKDAVVSVITYSESNSDAIF......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADG 138
NTDB id 539 SM12261 RS09395 WP 000681587.1 AVNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 256 KZH43 RS10270 WP 000681597.1 AVNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 215 SPD RS10945 WP 000681597.1 AVNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 181 SPR RS10425 WP 000681597.1 AVNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 145 SP RS11450 WP 000681597.1 AVNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
consensus !!**!***!!!!!*********** ********** ***!!!!!!!*!****!!*!!!*!!*************!

logo

K
N
S
TKVKVPAGKELIVGSTADATYFSDLI SAVI

L
V
R
KIPSASKDEYKVDKTNTVASEFAGNDSDESSKI

LKTVGEPTAIA IGSPLGSADEYANSTVTESQGIVSSLSNRQTNVTSSLQRTKNSENSDNGEQTA
NTDB id 244701 CK496 RS01160 WP 086270550.1 SKVKAELVGTDAYSDLAVLKISADKVDTVASFGDSESLKVGEPAIAIGSPLGSAYANSVTSGIVSSLNRQVTSTNESNET 239
NTDB id 381 SMU RS09890 WP 002262650.1 KKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGET 222
NTDB id 425 SGO RS10525 WP 012131081.1 NKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQT 218
NTDB id 539 SM12261 RS09395 WP 000681587.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 256 KZH43 RS10270 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 215 SPD RS10945 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 181 SPR RS10425 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 145 SP RS11450 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
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NTDB id 244701 CK496 RS01160 WP 086270550.1 VNINAIQTDAAINPGNSGGPLVNIEGQVIGINSSKIASTSESSSDVNVEGMGFAIPSNDVVNVINQLEKDGKVTRPALGI 319
NTDB id 381 SMU RS09890 WP 002262650.1 ISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGI 302
NTDB id 425 SGO RS10525 WP 012131081.1 IATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGI 296
NTDB id 539 SM12261 RS09395 WP 000681587.1 ISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 256 KZH43 RS10270 WP 000681597.1 ISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 215 SPD RS10945 WP 000681597.1 ISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 181 SPR RS10425 WP 000681597.1 ISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 145 SP RS11450 WP 000681597.1 ISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
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NTDB id 244701 CK496 RS01160 WP 086270550.1 TMVDLSAVSTQQQEQVLKIPTSVTNGVIVTNVQAATPAEKAGLKQYDVITKIDDTEVSSGVELQTALYKKKVGDSVKVTY 399
NTDB id 381 SMU RS09890 WP 002262650.1 SMANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTF 380
NTDB id 425 SGO RS10525 WP 012131081.1 QMVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTY 374
NTDB id 539 SM12261 RS09395 WP 000681587.1 QMVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 256 KZH43 RS10270 WP 000681597.1 QMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 215 SPD RS10945 WP 000681597.1 QMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 181 SPR RS10425 WP 000681597.1 QMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 145 SP RS11450 WP 000681597.1 QMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
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NTDB id 244701 CK496 RS01160 WP 086270550.1 YRGSEEKTATVELTIDQSSLKQNNSNE 426
NTDB id 381 SMU RS09890 WP 002262650.1 YREKDKQTVEIQLTKTSQDLNH..... 402
NTDB id 425 SGO RS10525 WP 012131081.1 YRDGKEQTTTIKLTKSTDDLSSE.... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 YRNGKEETTSIKLDKSSGDLES..... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 215 SPD RS10945 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 181 SPR RS10425 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 145 SP RS11450 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES..... 393
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