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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... NE@YIRDGMET HKESSIRY GPRVDGE AQGEALS.VAWTA . 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MEA QIS Q 76
NTDB id 24428 PSYC RS01380 WP 011279574.1 76
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIT G 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e IMNDQREYEEEDFSFE P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... IMNDIAQRSJEYEEISREWDFSFE |3 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 R N IMND Q A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 ISK T IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 R N IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IR Iy IMND P 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ISR T IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 R N IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ISR Ty IMND P 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 l ANNSARGLVLVEYGITGSGKSTT TG.RQH.TG 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERSZAYUSENIENAR D M P& MY TIRINERK PSP I\MSKjates GINTG GKST LA M 156
NTDB id 24428 PSYC RS01380 WP 011279574.1 ABQENANAYSYNS T[8]R D MIXY ANy GLVL WGEITG GKSTTLAAM 156
NTDB id 1203 PSJM300 01605 AFN76401.1 e RERVSJAFMQIAMRA GIYVIRRIAT Y AINWSARGLVLIQGEINTG GKST LAAM 155
NTDB id 1307 DR RS10055 WP 010888596.1 .BK l ANFNZRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 . RFRVNAFRBIQINRGOSAVFRT I P AN 1 GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . RFRVNAFBIQI\RGOSAVFRTIP AN 1 GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AN ARFRVNAF QBRGA AVFRTIP AR RGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 AN ARFRVNAF QBRGA AVFRTIP ANl BIRGLVLVTGPTGSGKSTTLAAYY 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 . ARFRVNAF QNRGAGAVFRTIP DAAMRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AN ARFRVN[F QNRGAGAVFRTIP 0 IFRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 AN ARFRVNAF QWNRGAGAVFRTIP VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AN ARFRVNAF QNRGAGAVFRTIP VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 . ARFRVNAF QNRGAGAVFRTIP E LGL{¢NIFK VLVTGPTGSGKSTTLAAM 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|NK C 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|N¥:¥#X¢C INQREV[ENND TIb) 236
NTDB id 24428 PSYC RS01380 WP 011279574.1 EDPIEFVH|S: [6C IJNQRE V[eNAD Tjsl 236
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[aj:{epjC 235
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIgUKE® INQREV[ESIDTIRSEFIMMALR ALR RDMETI A TAAETGHLVNIGTLHTHRS Al 239
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHEIWKCLINQREVH ISYALRSALREDPD RDMETISLALTAAETGHLVFGTLHTES AIK 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHEIWWKCLINQREVH IQYALRSALREDPD RDNETIBLALTAAETGHLVFGTLHTHS ARK 235
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHMSKKCL NQREVH WAALRSALREDPD RDLETI LA TAAETGHLVFGTLHTHRSApK 235
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVH@MNKKCL NQREVH WNALRSALREDPD RDLETI LA TAAETGHLVFGTLHTNSARK 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIXSKKCL NQREVH MIJALRSALREDPD RDLETI LALTAAETGHLVFGTLHTyNSARK 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHI¥YKKCLINQREVH IMAALRSALREDPD RDLETI LALTAAETGHLVFGTLHTpYSAEK 235
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 EDPIEFVHMSKKCLINQREVH IWAALRSALREDPD RDLETI LALTAAETGHLVFGTLHTNSARKI 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHMSKKCLINQREVH IWAALRSALREDPD RDLETI LALTAAETGHLVFGTLHTyNSARKI 235

NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHNSKKCLINQREVH IW3ALRSALREDPD RDLETI LALTAAETGHLVFGTLHTHSAMNKIEPES
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