logo

NTDB id 244242 Abal0042 RS17935 WP 000755281.

NTDB id 1053 ABD1 RS00870 WP 000755276.1
consensus

logo

NTDB id 244242 Abal0042 RS17935 WP 000755281.

NTDB id 1053 ABD1 RS00870 WP 000755276.1
consensus

logo

NTDB id 244242 Abal0042 RS17935 WP 000755281.

NTDB id 1053 ABD1 RS00870 WP 000755276.1
consensus

logo

NTDB id 244242 Abal0042 RS17935 WP 000755281
NTDB id 1053 ABD1 RS00870 WP 000755276.1
consensus

logo

NTDB id 244242 Abal0042 RS17935 WP 000755281.

NTDB id 1053 ABD1 RS00870 WP 000755276.1
consensus

|

SRR

D

it

L VA I

U T

T

M KKVENGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP,
MKKVENGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP)

[ o e e R O T I B B e R A A e e e e

VAR AL SLAPLVOE DL Vo AT PAREADIEN L

EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTT LQPQVRVEALNNSVPVIPLEHIKQWLE
EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTRBILQPQVRVEALNNSVPVIPLEHIKQWLE

N

1A TV ATRLAKAT VR AL TRANR: £ A

(N STILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS
NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS

0 TRV LR 1 RO T

RN SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ
SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKITIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ

VEDITCLED PATREV L0 VR ELSYAMLESDL YS9 GG R
VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSI QP QFN DKL
VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQ PQFNDJEEED

X non conserved
B similar
>50% conserved

80

160
160

240
240

320
320



