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NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKAL.KNFQILKTSG igp IfG INKABJTA FSRTLAT FAAG P [\ LI TAKEY GN
NTDB id 1402 DSB67 RS12670 WP 010643257.1 - l PIn GE NKAIT A FSRTLAT F AG P ALIY T )9y GN
NTDB id 1113 AAA85695.1 219..1451( ) IRFAAGVPLVDWL STAGAEGN
NTDB id 1112 NGFG RS09215 WP 003689811.1 IA GIYAI MK LIGARRI TIST QRRERIA IRFAAGVPLVDYL STAGAJ\GN
NTDB id 1252 GC085 RS07730 WP 011213805.1 A G FYN SILEISA Q Tt I KAIARF RTL lTFAAG PLV ALSAGATGN
NTDB id 1198 PSJM300 03950 AFN76868.1 AR Fie]A iR SIXK FRIMWEDRL

NTDB id 1016 ACIAD RS01680 WP 004920476.1 GAATJN FLIXA MRS){ FRDbJY DRL

NTDB id 244185 Abal10324 RS12635 WP 118878204.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IA GAMII FLIAKIARS|AKFRpIE D LEL
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NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVIGEESGELD MLWKVARRY EJJEVDNNVDIL{&QSREPL T
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVEIIGEESGLD MLINK ARSRYERREVDNWVDNL |JQSREPL T
NTDB id 1113 AAA85695.1 219..1451( ) . QMY IGEESG LD MLNKIAIXEFYEWBEVDNAV{EWL FMMEP I
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LD MLNKEAIXEYEWREVDNAV{ERIL EMMEP I
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL FMLEKVANFYEJAEV NAVD

NTDB id 1198 PSJM300 03950 AFN76868.1 . QMAIGEESGALD MLKVAFYEEVDNVD

NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD ML|NKVAN YEEVDAVD LTMMEPLTI
NTDB id 244185 Abal10324 RS12635 WP 118878204.1 . QMVAIGEESGALDSMLIKVAN YENEVDNAVD LTSMMEPLI
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDSMLIJKVAW YENEVDNAVD LTBMMEPLI
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 406
NTDB id 1198 PSJM300 03950 AFN76868.1 R 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF . 408
NTDB id 244185 Abal0324 RS12635 WP 118878204.1 AMYLPIF C 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF C 408
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