logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

JRES AL oS T ALY LD K

MNHVFRQFSMGAVATIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI

MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
KAk | * 1 kkx | ! ey o 1

TR DDA R LA TR L trs o LS 0

INNAUNGNN LEMVMGNEPAGASVASTAPVKAS|ZAIJASYAQPIKPKPYVPA
IJVIITNEASS DV SDDJR R |JVNLKDAGAFTTRVEGN|FILKINREQ .

SVATNEASSVDVTSDDQRSRLTVNLKDJGAFTTRVEGNTFILKINSAQTSNK
SVATNEJSSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK

SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK

AR LA S T s Dy

Q3

SR S

Q
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT

PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT

P NN NN N N * s Lrd Dakr L1TDT !

B AT D AR L

W TDRNWEINEP M TTEPAERRKKDNF A%

LA LW

T

! Pkl b d bor e b Lox ) N N N N NN N Y W ey oy ey ey W

e e

e

Q Q Q 'NYAKA 'DIESMLIgORY)
L LKDVPWDQALDIILKTKNLDKRRNGNVIWIAPV ELIK EE EAKA AQSHKLAPLQTEYIJMLKYAKA DI|¥YLITQG
LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG

LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG

LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG
NN NN N N N N N W Ry Tor Lok bk ok DL Lk D b DL D Lok ]

159
141
140
140
140

239
221
220
220
220

319
300
299
299
299

399
380
379
379
379



logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

logo

NTDB id 1193 PAKAF RS26665 WP 003161249.1
NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 244139 Aba9201 RS15225 WP 001017038.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

shsweiarsrsrsTTeRsL s ToJDRTNTL s IR oL DveARAY A

J@AeleRG - IT\YDDRTN - I/8¢NsN 1 D R M BNLD gV QVM E

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE|

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE|
SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE

MM&ﬁW&%MWMﬂW%B%DWKﬂ ] o

HOERYEVN VGMDISSIHAMRUEGAYHKGNWSG . EDGMNCGPIA[SCTHPTTGTS SPSPFVDLGAK A
TSF KE GVKWGILSQGIN NSNLLVGGSETTLWNLR.PD... R
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K|S
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K/
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K|

e 15, LLELSAY T TRTANAT sl NETTAY T L

.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN

BAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN

NAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN
ok Lkok Lk | EEEIRE NN o W ey Y Ry ey ey W Tl RN

< T, el e URMTALIRCE Vb VST UGS FE LW

NEEEEX Il 1 IEIEE IR I

%MMWMMW

18R] T VERMIR AR A A N OATATGR 714

F KJ¥AKS BK ELLIFVTPRIVNDT . 709
FRKDVKSDDKQELLIFVTPRIVNDTLARNHE 721
FRKDVKSDDKQELLIFVTPRIVNDTLARNHE 721

721

FRKDVKSDDKQELLIFVTPRIVNDTLARNH.
] I

453
451
459
459
459

528
520
533
533
533

603
600
612
612
612

683
679
691
691
691



(>4 ES

non conserved
similar
>50% conserved



