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NTDB id 244077 A6J73 RS08100 WP 094940614.1 MKTIITFIIVFGILVIVHEFGHFFFAKRSGILVREFAIGMGPKIYGHQAKDGTTYTLRLLPIGGYVRMAGNGDDETEMAP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 244077 A6J73 RS08100 WP 094940614.1 GMPLSLLLNSDGIVEKINLSKKVQLTNSIPMELIRYDLEEELTITGYVNGEEEQEVTYSVAHDASIIEADGTELRIAPKD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 244077 A6J73 RS08100 WP 094940614.1 VQFQSAKLWQRMLTNFAGPMNNFLLAILLFILLAFMHGGVQVTNTNQIGEVLPNGAAQTAGLKENDKILEINGNAIHSWG 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI.QVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI.QVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
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NTDB id 244077 A6J73 RS08100 WP 094940614.1 DLTATITENPGK.....KLNVEVE.RNGQKQTLSVTPGVVESNGKKYGQLGIKAPMKTRFFDKIIGGTQQAFSSSLEIFK 314
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQES..QG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKS..QG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus *!*****!!**!******!*!*!***!!!**!*!!*!* * *! ***!!*****!!***!!!*!!*!*!******!**

logo

A
TLGKSGLFITNFSLNKLGGPVMAMFQLMSSAEQAASDEQSGI

L
L
I
T
S
V
I
I
L
S
DLMAGI

MLSMINLGIVFNLLIP IPALDGGKLIVLMNVIVI EGAIRGRKP I
L
S
NQEKI E

NTDB id 244077 A6J73 RS08100 WP 094940614.1 ALGSLFTNFSLNKLGGPVMMFQLSSEAADQGILTVISLMAILSMNLGIVNLLPIPALDGGKLVLNVVEGIRGKPISQEKE 394
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 244077 A6J73 RS08100 WP 094940614.1 GFITLAGFGLLMLLMVLVTWNDIQRFFF 422
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus **!!!!!******!!**!!!!!!*!*!!

X non conserved

X similar

X ≥ 50% conserved


