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MSQYTICEQQTER I FDI SPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACE I FAFMTHKQI EPVVIASDE
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDE 80
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKS 160
NTDB id 243836 CKF48 RS17980 WP 095372583.1 .................................MVSMQRMATLILREAVKTEVTDIHFVPRKNHTIIYFRYGKRLVPKHY 47
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRD 47
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQ 240
NTDB id 243836 CKF48 RS17980 WP 095372583.1 IPHYESDRLISHFKFIASMDIGEKRKPQNGAYSTDIE.GYEIGLRFSTLPSQYNESLVIRILPQSS.HISSHNVSLFPTM 125
NTDB id 96 BSU 24730 NP 390353.1 MKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYN.IPSIDKLSLFPKT 125
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 243836 CKF48 RS17980 WP 095372583.1 SRKILAMLKHAHGMIILTGPTGSGKTSTLYSLLNDNSNLFNRSIITLEDPIEKKTDSLLQVEVNEKAGVTYATGLKAILR 205
NTDB id 96 BSU 24730 NP 390353.1 GATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
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HDPDMI I IMVLGE IRDEAQESTAEKMIALVRASALMQTGHLVLSTSTMLHTNRNDAKLVSGAVI EHYRLVLQELFGVIANQEMWKNYQE IQENQSTVL ILVLAVIAITAQRLVDERKLALTCKPKFCRENGEGVGC

NTDB id 1384 A4U84 RS08525 WP 010787006.1 QDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG 399
NTDB id 243836 CKF48 RS17980 WP 095372583.1 HDPDIIMVGEIRDAQTAKIAVRAALTGHLVLTTMHTRNAVGAIHRLVEFGVAWKQIEQTLVAITAQRLVELTCPFCEGEC 285
NTDB id 96 BSU 24730 NP 390353.1 HDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGC 285
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 CD.ECYQG.YRGRIGVYQCLSRTAKKF......DKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 243836 CKF48 RS17980 WP 095372583.1 TD.FCYSCGRLKRAGVFELLSGRELNQALKAAKSSENNYEPYFSLKSALKKGVALGYVKESEFNRWILDEKS 356
NTDB id 96 BSU 24730 NP 390353.1 SSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQ.YQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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