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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQ 73
NTDB id 243725 CJ010 RS20560 WP 141019778.1 MSQIERRTRPSSSEVLVVDDEEDIRELIALSLLRLGLACDTAGSVAEARALLDSRRYRLCLTDMRLPDGDGLELVETIQA 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQ 71
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIA 153
NTDB id 243725 CJ010 RS20560 WP 141019778.1 RYPGLPVAVITAFGSIDTAIRALKLGAFDFVTKPVELKALRELVTHALRLDAK..AEPAEASNGRRLIGSSAALAQLRVQ 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 243725 CJ010 RS20560 WP 141019778.1 IAKLARNQAPVFIHGESGTGKEVIANLIHAQGARAGGPFVPVNCGAISPELMESEFFGHRKGSFTGANTDKEGLFQAANG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 243725 CJ010 RS20560 WP 141019778.1 GTLFLDEVGELPLAMQVKLLRAIQERAVRPVGAHAEVTVDVRILSASHRDLAQLVAEGKFRQDLFFRINVITLRVPPLRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 243725 CJ010 RS20560 WP 141019778.1 RIEDIPELATHILRRLAEREGSAPRRLSAAAIARLQQYAFPGNVRELENLLERACALCDGDEIGMDDIELYPTEGITQSQ 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 243725 CJ010 RS20560 WP 141019778.1 ............IAFDPNREPAADDCDDDGGDDERIRVLRALDETRWNRSAAARKLGMTLRQLRYRLQKWGME....... 459
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............AASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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X ≥ 50% conserved


