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NTDB id 243538 CJZ72 RS06585 WP 081133846.1 MDRKDVTSKMKKKNNGLWRKLGLGLVGGVIGGLLTAGIFYAALGNGHSNTSAGGNQNSSGETVVENVKVNVDSDITSAVD 80
NTDB id 381 SMU RS09890 WP 002262650.1 ......MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNW.ITGNKSF.....SNNGK..TTVSNVIYDTKSNTTKAVK 66
NTDB id 425 SGO RS10525 WP 012131081.1 .......MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSY.FSTPHSA.....TNNNQKTATTVTTSYKNSNSTTEAVD 67
NTDB id 256 KZH43 RS10270 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQ.LTQKSSV.....N.NSNNNSTITQTAYKNENSTTQAVN 66
NTDB id 215 SPD RS10945 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQ.LTQKSSV.....N.NSNNNSTITQTAYKNENSTTQAVN 66
NTDB id 181 SPR RS10425 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQ.LTQKSSV.....N.NSNNNSTITQTAYKNENSTTQAVN 66
NTDB id 145 SP RS11450 WP 000681597.1 .......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQ.LTQKSSV.....N.NSNNNSTITQTAYKNENSTTQAVN 66
NTDB id 539 SM12261 RS09395 WP 000681587.1 .......MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQ.LTQKSTE.....S.TSNNNSTITQTAYKNENSTTQAVN 66
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NTDB id 243538 CJZ72 RS06585 WP 081133846.1 KVQDAVVSVINLQSQNQSNDFGKLFGQQQQSTEDSDLEASSEGSGVIYKKEGNTSYIVTNNHVVDGQQGLEVLLKDGTKV 160
NTDB id 381 SMU RS09890 WP 002262650.1 NVKNTVVSVINYQKTDNSYYNYD.SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKV 145
NTDB id 425 SGO RS10525 WP 012131081.1 KVKDAVVSVITYSESNSDAIF......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKV 141
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 215 SPD RS10945 WP 000681597.1 KVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 181 SPR RS10425 WP 000681597.1 KVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 145 SP RS11450 WP 000681597.1 KVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVKDAVVSVITYSANRQNSVF......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
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LKTVGEPTAIA IGSPLGSDEYANSTVTESQGIVSSLSNRQTNVTSSLQRTKNSENSDNGEQTAVIANS IT
NTDB id 243538 CJZ72 RS06585 WP 081133846.1 KAELVGTDAYSDLAVLKIQSDKVDKVASFGDSSALKVGEPAIAIGSPLGSEYANSVTSGIVSSLNRQVTSTNESNETVNI 240
NTDB id 381 SMU RS09890 WP 002262650.1 VGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIST 225
NTDB id 425 SGO RS10525 WP 012131081.1 PGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIAT 221
NTDB id 256 KZH43 RS10270 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST 220
NTDB id 215 SPD RS10945 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST 220
NTDB id 181 SPR RS10425 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST 220
NTDB id 145 SP RS11450 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST 220
NTDB id 539 SM12261 RS09395 WP 000681587.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST 220
consensus ****!!*!**!!**!**!****!**!!*!**!****!!!*!!!!!!!!!!*!!!*!!*!!!!!!*!*!****!*******

logo

Q
N
KAIQTDATAINPGNSGGAPLVINI EKQGQVIG INTSSKIANSTSTSNENSNSSGSGVTASVEGMLGFAIPSANDVAVI SNI INEQLEEKDNGEKVI

V
TRPALGI STQMAYV

NTDB id 243538 CJZ72 RS06585 WP 081133846.1 NAIQTDAAINPGNSGGPLINIEGQVIGINSSKIATTSESSSGVSVEGMGFAIPSNDVVNIINQLEKDGKVTRPALGITMY 320
NTDB id 381 SMU RS09890 WP 002262650.1 NAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMA 305
NTDB id 425 SGO RS10525 WP 012131081.1 QAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMV 299
NTDB id 256 KZH43 RS10270 WP 000681597.1 KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMV 296
NTDB id 215 SPD RS10945 WP 000681597.1 KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMV 296
NTDB id 181 SPR RS10425 WP 000681597.1 KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMV 296
NTDB id 145 SP RS11450 WP 000681597.1 KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMV 296
NTDB id 539 SM12261 RS09395 WP 000681587.1 KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMV 296
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VVIVALRSTVQPTSAGNTMPAEDNKAGGKHLKEQKYDVITEKI
VDGDTKKEVI SASAGISVSTEDI

LQS IALYKNKHKSKVINGEDEKTVIKLVITFYYQRDEN
NTDB id 243538 CJZ72 RS06585 WP 081133846.1 DLSYVSTQQKEQVLKIPSSVTNGVIVASVQPATPAEKAGLKQYDVITKIDDTEVSSGVELQSALYKKKVGDTVKITYYQE 400
NTDB id 381 SMU RS09890 WP 002262650.1 NLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYRE 383
NTDB id 425 SGO RS10525 WP 012131081.1 NLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRD 377
NTDB id 256 KZH43 RS10270 WP 000681597.1 NLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRN 374
NTDB id 215 SPD RS10945 WP 000681597.1 NLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRN 374
NTDB id 181 SPR RS10425 WP 000681597.1 NLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRN 374
NTDB id 145 SP RS11450 WP 000681597.1 NLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRN 374
NTDB id 539 SM12261 RS09395 WP 000681587.1 NLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRN 374
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NTDB id 243538 CJZ72 RS06585 WP 081133846.1 KDEKTATVELTIDQSALKQNQSSNSGN 427
NTDB id 381 SMU RS09890 WP 002262650.1 KDKQTVEIQLTKTSQDLNH........ 402
NTDB id 425 SGO RS10525 WP 012131081.1 GKEQTTTIKLTKSTDDLSSE....... 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 GKEETTSIKLNKSSGDLES........ 393
NTDB id 215 SPD RS10945 WP 000681597.1 GKEETTSIKLNKSSGDLES........ 393
NTDB id 181 SPR RS10425 WP 000681597.1 GKEETTSIKLNKSSGDLES........ 393
NTDB id 145 SP RS11450 WP 000681597.1 GKEETTSIKLNKSSGDLES........ 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 GKEETTSIKLDKSSGDLES........ 393
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