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NTDB id 24262 VF RS11375 WP 011262622.1 ..MKKRQGQKGFTLIELMIVVAVIGVLSAIAIPKYQEFAKKGAVASGIATLSALKTNVEDHMATNGSFPANITD...... 72
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG...... 74
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG...... 74
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG...... 74
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAA........T 72
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD....... 68
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD...... 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
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NTDB id 24262 VF RS11375 WP 011262622.1 .....IGAIDSSIGVV............AFDGTVSNGIKITF....NDGAVSGSTVTISR.QDTGKWDCQYSVSD.LNIP 129
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .....TAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .....TAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .....TAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPK 144
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSAL.........AGGSP..TL..TFT.FDADSSIDGGILTFTR.DAATGWSCLPTAPAIA.VD 136
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ...VGFTAATSSVCATYSID.....AFTETDGAG..KI.TCTLK..GNPKIATKIVELTR.STDGAWTCVSDVPTEFLPK 134
NTDB id 1197 PSJM300 03940 AFN76866.1 EGYIGITDS.TSYCDVD.LD.......TAADGHI.....ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDAKYKPG 136
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIA.LK.....P.DPADGTA..DITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPK 146
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NTDB id 24262 VF RS11375 WP 011262622.1 GCQGQ.......... 134
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1292 VP RS12235 WP 005479693.1 GCS............ 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GCTAGTPTEGAITSL 149
NTDB id 1197 PSJM300 03940 AFN76866.1 KCS............ 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK........... 150
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