
logo MKI L IVEDDFLVIAESLANSELKKNWNYDGVI
K
L
V
A
V
E
KQFDSDHI LDSDI FKNQSHYLQPDQLVLLDINLPTLNGFHWCQE IRKI

TSNVP I I F I SSR I
TDNMD

NTDB id 242459 ssp1 RS01245 WP 075778257.1 MKILIVEDDLVIAESLANELKNWNYDVKLAKQFSHILDDFKSYLPDLVLLDINLPTLNGFHWCQEIRKISNVPIIFISSRTDNMD 85
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSRIDNMD 85
consensus !!!!!!!!! !!!!!!! !!! !!! ! * !! *!! ! * ! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!

logo QIMAIQMGGDDF I EKPFNLSLTI
VAKI

VQALLRRTYDLASVASNDNESLNTVKGCQTL IALDEAKLVMVFYQEGEQNVI
TQLSLTELQI ILKLLFQNEDGKFYV

NTDB id 242459 ssp1 RS01245 WP 075778257.1 QIMAIQMGGDDFIEKPFNLSLTVAKVQALLRRTYDLAVSNNELNVKGCQLIADEAKLMFQGEVTQLSLTELQIIKLLFQNEGKFV 170
NTDB id 9 SA RS13865 WP 000697877.1 QIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILKLLFQNEDKYV 170
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!! ! ! ! !!!! !! !!!!***! !!!!!!!!!*!!!!!!! !*!

logo

N
SRTAL I EKCWESENFYIDDNTLAVNMTRLRKKLNQTIGLVNTDF I EITKKNVGYKRV

NTDB id 242459 ssp1 RS01245 WP 075778257.1 NRTALIEKCWESENYIDDNTLAVNMTRLRKKLNQIGLTDFIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 SRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!* !!! !!!!!!!*!
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