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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 24241 VF RS01765 WP 011261155.1 MASRGVNKVILVGNLGQDPEIRYMPSGGAVANITIATSETWRDKATGEQREKTEWHRVALFGKLAEVAGEYLRKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDKQSDNGI

Q
E
DRFTYSATYTDEVIQVGAVQGFYNDGNI

E
V
L
MKQMLDGSGRAGSNSEQQGNAGSDGFMGGAPGAPGNQGGMNGVPQAQYQDEGQSEGNSGYWNGQAPSPQAEQTNAYNQQRGPAGQYQSDRNQYPAKPSQNDQ

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YEEGYGQSQE..AYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YDEGYGQSQE..AYQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN.......QGSGWNQAPAQTNYNQG.GYSDNYAQN 146
NTDB id 24241 VF RS01765 WP 011261155.1 EGQLQTRKWQDQNGQDRFTTEVVVQGFNGVMQMLGGRGQGA..PAG....GQQQQGNWGQPQ.............QPAQQ 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQ.............QPAKQ 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEA....PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEA....PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATR..PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 24241 VF RS01765 WP 011261155.1 NNFAPQQQQAPQQQAPQAAQPQYNEPPMDFDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ..PMQQSA....PQQYSQPQYNEPPMDFDDDIPF 177
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