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NTDB id 242086 MuYL RS00035 WP 094568576.1 MAKSKIAYFCQSCGYESAKWLGKCPSCAQWNTFVEEILEKPNTSVPNWKTSSTTLQKANKPVQVADITFTEEDRLLTPDAEFNRV 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR..AAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFNRV 83
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRV 80
consensus !!!*!****!!*!!!*!*!**!*!!*!**!***!!!********** ****** **!!************!**!***!!!!!

logo LGGGI
VVAKPGSLVL IGGEDPGIGKSTLMLLQLVASALTNQMLPSGNQSVSLNGKSTVLYI

VSGEESEVAKRQQTIKMLRADERLVGEIDVGGQRSEVRDRHLGERLNKSE I EQP

NTDB id 242086 MuYL RS00035 WP 094568576.1 LGGGIVAGSLVLIGGEPGIGKSTLMLQLALNMPN..LKVLYVSGEESERQIKMRAERLVEVGGQRSEVRDRHLGERLNKSEIEQP 168
NTDB id 125 BSU 00870 NP 387968.1 LGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI......................... 143
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
NTDB id 238 SPD RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
NTDB id 204 SPR RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
NTDB id 169 SP RS00155 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD......................... 139
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NTDB id 242086 MuYL RS00035 WP 094568576.1 RSEINKGCYILTETSTQNIFKQIEALEPDLVVIDSIQTLHSAHIESTPGSVSQVRECTAELLRFAKESSTPVFLIGHITKDGMIA 253
NTDB id 125 BSU 00870 NP 387968.1 ...NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIA 225
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 238 SPD RS00140 WP 074017595.1 ...IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 204 SPR RS00140 WP 074017595.1 ...IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 169 SP RS00155 WP 074017595.1 ...IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
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NTDB id 242086 MuYL RS00035 WP 094568576.1 GPKILEHMVDTVLQFEGDRHHVYRILRTVKNRFGSSSELGIYEMLGEGLREVSNPSEILLSQRDEPLSGITISATLEGMRPMLIE 338
NTDB id 125 BSU 00870 NP 387968.1 GPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVE 310
NTDB id 279 KZH43 RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 238 SPD RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 204 SPR RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 169 SP RS00155 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 509 SM12261 RS00130 WP 078228442.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
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NTDB id 242086 MuYL RS00035 WP 094568576.1 TQALVSISAYGTPQRTATGFDTKRMSMLLAVLEKRCGFKLGAKDVFLNITGGIRVEDPAIDLGLAVAIISSHEDIAISTKTCFAG 423
NTDB id 125 BSU 00870 NP 387968.1 IQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIG 395
NTDB id 279 KZH43 RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 238 SPD RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 204 SPR RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 169 SP RS00155 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 509 SM12261 RS00130 WP 078228442.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
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NTDB id 242086 MuYL RS00035 WP 094568576.1 EIGLSGEIRAVNRVEQRIAEAQKLGFEQIFISKYNLPAGGQDRKKIDLSRYKIEVRVVSNIEEVFGLLFG. 493
NTDB id 125 BSU 00870 NP 387968.1 EVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPK........GIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPM........EIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPK........EIQVIGVTTIQEVLKKVFA. 453
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