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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 ....MDVVKKIYQYAEPNLTLVGWMGFIGFPLYYYVWTYLFPQPYESIELRVICSVFFAGIIFRNSTPKHLQRYLPYYYL 76
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
consensus ****!!!*!**!!!!!!!!*!!!!!! *!!! !!**! ! !!!*!! * !!* * ! !*!**!! ! !!* !!!*! !*!

logo FSTIGFCLPFFFAGFYMMLMNDWSTIWAMSFMAS I FLHI LLVHYDETKRVMAL ILQAALFVASLVALCVAYFLAVTVYGLVMTDNAFEHLPRTTVLVI
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 FSIGFCLPFFFGYMMLMNDWSTIWAMSFMASIFLHILLVYETKVMLIQAAVALACAYFVTYGVMNAELRVVVEWPYVPIF 156
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
consensus !*!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!**!*!! *!! * *!! !!* ** **!!*!*!!!
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 LFTYIFGNQFYFRNQIEHEAKVSIAKSFGAGIAHEMRNPLSALKASIEVMGSVLPSSTASKSESYTLPSKDLELITGLLR 236
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!*!!! **!!!!! !! !!!!!!*!!!!!!!!!!!!!!!!! !!*!* ***! * * !*!* *!*!** *!
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EADDEVIRYSGNENATIDLLLTS IDEQNRVSPTASSTFKKHSTVKVDPVI EEKALVHKSTFPSYKNRAPAEDQRHQASVETLDEVHVDQDPFDNFFLGSDSTLLKTYAVLFYN

NTDB id 242084 CCZ37 RS17800 WP 094501815.1 DADEVIRSGNETIDLLLTSIDQNRVSTSTFKKHTVKPVIEEALHSFSYKRPEDRQAVTLDVVDDFNFLGSSTLLKYVLYN 316
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus *!!*!! !!! !!!!!!!!! !!!!* *!!!!*! *!!! !***!*!! * ! * ! !*!* *! ! !! !!! ! !*!

logo LLKNAFYYKQKNENHTMFHS IVCHICS IMEQSKTGSENHKNPLQIRTVKRDNGVGIAEPEHLMLDEDI FKRDFYTFGKNGSYGLGLPFCRKVMNSAFGGDTIRTCAR
NTDB id 242084 CCZ37 RS17800 WP 094501815.1 LLKNAFYYKNNTMFHIHICMESKGNKPQITVKDNGVGIEPHLLDDIFKDFYTFGKNGSYGLGLPFCRKVMNAFGGDITCR 396
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQKEH.FSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCA 399
consensus !!!!!!!! **!** !**! ** ! !*!!!!!! !**!*!!!*!!!!!!!!!!!!!!!!!!!!!! !!!! ! !
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 SELGEWTEFTLRFPEYDSQAVANIKLDLMKAKSLLYIGKTSIVNRYLSEKSFYLGFQLNVLEPESVLLREEFEFEFDLIF 476
NTDB id 1162 A1552VC RS17020 WP 001882375.1 SQQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLIL 479
consensus ! ! !!!! ! !! !!! ! !! *!*! !!!*!!! * ! ! ! * * * ! **!!!!!!!
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 VDLQTLHETPDYLTKLEPKLHFTQAKICYLYDQNQRYALTMERHLTIYPIEKHKLLLDGSAIIDELLFEAEELIADKNVI 556
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LDLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVI 559
consensus *!! * ** !*!!!* !*! **!*!*!!* !!* * !*! ! !! ! *! * !!* !!!! ! ! *!!!
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 PLKQYDYEKRILLVDDNHSLRSFTALLLEKQGYEVLQASDGELALQMLANNSIDLVLMDIEMPIMDGISATLSIRSSTAS 636
NTDB id 1162 A1552VC RS17020 WP 001882375.1 PLQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHE 639
consensus !! *!*!!!*!!!!*!*!*!!!*!!! !!!!!*!! !! ! ** * !!!!!!!!!!! * !* !! !! ! *
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NTDB id 242084 CCZ37 RS17800 WP 094501815.1 YSKVPIIGHTGDNSPSTIEKIRSSGMNDYILKPADKTLLLNKLSHLI 683
NTDB id 1162 A1552VC RS17020 WP 001882375.1 YKNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
consensus ! *!!!!*!!!!!! !* * *!!!!!*!*!!!!* *!!!!* * *
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