
logo MATVNSFLWQEDLDELMDEMI SAEWPLVLPQLLVAVIVLL ILMVMVL IL IQGAFVGAYWFYLKMPEKQENQADEEQR I
L
A
N
Q

L
N
TL IKHQQEEQEVTVLKASVATLR IKASNKAVAATVLPQI

LQSAQLDE
NTDB id 1406 DSB67 RS13990 WP 010643497.1 MVNWQDLEMDEIAEWPLVPQLVAILLMVVLIQGFGYWFYLKPEEARLNTLIHEEQTLKVALRIKANKVAALPQLQSQLDE 80
NTDB id 242074 CCZ37 RS11720 WP 094500582.1 MTSFQDLDMDEMAEWPLLPQLLVIVLLMLIIQGVGAWFYLMPQNEQLQNLKQQEEVLKSTLRIKASKAATLPQLQAQLDE 80
NTDB id 1173 A1552VC RS12115 WP 000157690.1 MASLQELELDEISEWPLLPQLVVILLIMLLIQGAGYWFYLMPKQDEIALLKQEEETVKATLRIKANKVAVLPQIQAQLDE 80
consensus ! **!*!**!!**!!!!*!!!**!*!****!!! !*!!!!*! ** ** !***!***! *!!!!!*!*! !!!*!*!!!!

logo LKTTERYEDLFLLQRQLPAVQKELATSMLASVNQELGI
LDSNAKSLTFTR IDWGDERKQENSEKQHEFLYRLPLNI ELTGDNSFYHDIGRDFSEQAIATKLPR I I

NTDB id 1406 DSB67 RS13990 WP 010643497.1 LTTRYELLLQQLPAQKELATMLASVNELGIDNKLTFTRIDWGDKESEHFLYRLPLNIELTGDFHDIGRFSQAIATLPRII 160
NTDB id 242074 CCZ37 RS11720 WP 094500582.1 LTERYDFLLRQLPVQKELASMLASVNELGLDNALTFTRIDWGEKQNKEFLYRLPLNIELTGNYHDIGDFSEAIAKLPRII 160
NTDB id 1173 A1552VC RS12115 WP 000157690.1 LKERYDFLLRQLPVQKELASMLASVNQLGLDSSLTFTRIDWGERESQEFLYRLPLNIELTGSYHDIGDFSQAIAKLPRII 160
consensus !**!!**!!*!!!*!!!!!*!!!!!!*!!*!* !!!!!!!!!**** *!!!!!!!!!!!!! *!!!!*!!*!!!*!!!!!

logo

T
NFQDDVTDWQRVSQESESTLHFRVRANYTYQFKKPQEVDDEAKQ

NTDB id 1406 DSB67 RS13990 WP 010643497.1 TFQDVTWQRVSQESETLHFRVRANTYQFKP....... 190
NTDB id 242074 CCZ37 RS11720 WP 094500582.1 NFDDVDWQRVSQESSTLHFRVRAYTYQFKKEVDDEAQ 197
NTDB id 1173 A1552VC RS12115 WP 000157690.1 NFDDVDWQRVSQESSTLHFRVRAYTYQFKQEVDDEK. 196
consensus *!*!!*!!!!!!!!*!!!!!!!!*!!!!! *****
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