
logo MRKHNNKNPLSLGLMLMVWVLMC I
M
S

L
T
V

L
S
L
VLSVGCQKANDQEDDPSLKTDSVFYI

V
A
E
R

G
Q
RVEGNREQARRKEDVTAKLQKPTI EILQEYFEQVAVVTHPSYAEQPQEHEIKGLSRAEPFEVLPKEAI

L
T

I
V
A
Q
T
NQPLVVARK

NTDB id 1407 DSB67 RS13985 WP 010643498.1 MRNK..SLLMVCMVSLLSGCQANDESLTDFIRGVENQARRDVAKLQPTEEYVVVSYEPEILRAPFELPKEATIATQPVAR 78
NTDB id 242073 CCZ37 RS11715 WP 010317687.1 MKHNNLLLMVLCITSVLVGCKANQDPLKVYVERVEGQARKDVAKLKPIIQFQVTHYAQHESREPFVLPKEAIVQNQPVVK 80
NTDB id 1174 A1552VC RS12110 WP 000792032.1 MKNKP.LGLWLMSLLVLVGCKANQDDLTSYVAQVEREARKEVTKLKPILEFEATPYQQHKGREPFVLPKEALVQNQPLAK 79
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NTDB id 1407 DSB67 RS13985 WP 010643498.1 QDCWQPPSRKRTDKLERFPLNQLRLKGVMGMGSSVSGLVQAPNGTVYKVKPGQYLGRNNGKVTHVSHSYLLINETLPDGL 158
NTDB id 242073 CCZ37 RS11715 WP 010317687.1 ADCWQPPARSKNGQLERYPLNQLRLKGVMSSGGGVSALVQTPQGKVVNVKAGQYLGLNHGKVTRVDSNYLLINETLPDGL 160
NTDB id 1174 A1552VC RS12110 WP 000792032.1 ADCWQPVPRAKNGPLERYPLHQLRLKGVMSSGGSISALVQTPAGSVVKVKAGQYVGINNGKVTRVDDNYLLINETLPDGL 159
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logo GCWQNKQRKNVKLALRK
NTDB id 1407 DSB67 RS13985 WP 010643498.1 GCWQKRKVKLALR 171
NTDB id 242073 CCZ37 RS11715 WP 010317687.1 GCWNQRNVKLALK 173
NTDB id 1174 A1552VC RS12110 WP 000792032.1 GCWNQRNVKLALK 172
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