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NTDB id 1295 VP RS04795 WP 005481856.1 MTLLEKSWTLALFVASVISSAWWPTMPDWRWLLLGIITTGSIIKLRRGLISIGVIVGFMVVIVHGNIMEYQRQALFQAGE 80
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MTLLEKSLTLALFVASVISSAWWPTMPDWRWLLLGIIATGSIIKLRRGLLSIGVIWGFMVVIIHGNVMEHQRQALFRAGG 80
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 MTLLSNYWTLASFSLTAISASYWPWMPDWKWSMPLFAILILSVGYRKLRFLSGVTMAVVVIVISGNLLREQSNTLFQAGP 80
NTDB id 1149 A1552VC RS08405 WP 000173776.1 MTLLSNYWSLISFSITVLSAPYWPWMPSWGWAWLCLIVMVLLGYHRVGRQFLGFVAAILTIVLQGNLIRDQSNVLYQAGP 80
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NTDB id 1295 VP RS04795 WP 005481856.1 NSTIIGRVDSSFTQISHGYEGVVAIKQVNSHTLLPFLKPKVRLITPFPLAVNSEFTTNVLIKPIIGLRNEAGFDAEKQSM 160
NTDB id 1396 DSB67 RS04755 WP 010649088.1 NITINGKVDSPFTQISHGYEGIAQINQVNSQNLLPFLKPKIRLITAFPLPVNSEFTTQVTIKPILGLKNEAGFDAEKQAV 160
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 DITINGQVNSFFRQISHGYEGTISIRSINGQTLNIFLRPKVRLVAPLLLKKGDVVEFTITVKPIFGRLNETGFDVESYSL 160
NTDB id 1149 A1552VC RS08405 WP 000173776.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNKMTRPRIRLSAPLLLQPNDRVEFSVTLKPIVGRLNQTGFDLEAHYM 160
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NTDB id 1295 VP RS04795 WP 005481856.1 GSGVVARAVVTKDSYWVIRTSSSWREAIIQTVERDISRLEHFALIKALAFADRTGLTKEDWQSLRDSGLLHLVSISGLHI 240
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GKGIVARAVTPDDAKWLIRTYSSFRQQIITAVDTHIAELDHFPLISALAFSDRSLLAKQDWQSLRDSGLLHLVSISGLHI 240
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 SQGIVARATVSNGQPYRIEPLPERRTQWYQKIKTWLADDPNLGILMALTFGERSDISAAQWQALRDSGLIHLVAISGLHI 240
NTDB id 1149 A1552VC RS08405 WP 000173776.1 AQSVVARAVVKPDTAYQIVQESGIRSSLFFELEQLTHTSPYQGLILALTFGERKGIDEQEWQALRNSGLIHLVAISGLHI 240
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NTDB id 1295 VP RS04795 WP 005481856.1 GMALTFGLALGGLIRLAMPRYWFLPSVSGLAFAIVYAWLADFSLPTTRAVSVCIIYIALKYWLVHWSPWRVLLLAVALQL 320
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GMAFAFGMSLGFVIRLLFPKFVHLPSAVGLLAALVYAWLADFSLPTTRAFSVCVIYLVLKAALVHWSPWRVLLLAVSIQL 320
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 GIAFGFGYSLGLVLMRLHHRMGWSPFVVGSLCALGYAWLAGFTLPTQRALIMCLLNVAMIILNVRINTLQRLLMTLSAVL 320
NTDB id 1149 A1552VC RS08405 WP 000173776.1 GIAFSVGYFLGLGMMRFHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALIMLAFPLSALKRILLTLVAVL 320
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NTDB id 1295 VP RS04795 WP 005481856.1 FFQPFASFSLSFWLSYLSVGAVLFAVNTVQDSKEGRLGKLRILLLTQLILSLLIVPISGYFFSGFSWSSLVYNLVFIPWF 400
NTDB id 1396 DSB67 RS04755 WP 010649088.1 FIEPFASFTMSFWLSYLSVVAVLLAVNVVQQRRGNRQTKLSSLLKIQLVLTLLIVPISGAFFSGTSLVSIAYNLVFIPWF 400
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 LIDPFAALSSSFWMSFIAVSVVFYQLSLPQTQ....RFFLWRLLTMQIGLVLCMLPVTAYFFGGVSTSAALYNLVFIPWF 396
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQSQR....QVWWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 396
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NTDB id 1295 VP RS04795 WP 005481856.1 GFVVVPIMFAALIASLLFPMLATVLWYLLDIFLVPLSWSVRYAIGTWQPISAEWTFVIAVVSAVLVSRHVMPRYVWMFVC 480
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GFLVVPLMFLALIVTPISFQLAGMLWQLVDWVLLPLTWSLQFAVGSWHFVSLPLTLTILAVAICGLLRRFLNRGSLVTLV 480
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 SFVVVPALFVALGCTVLTFDGAPMVWHWVAKLLIPVDWSIHYSSLSWFPISGAVLVLLSSALLLFVFSPLISRFALAVCG 476
NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLVIVPALFLGLLLMVVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRF...MSLKACS 473
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NTDB id 1295 VP RS04795 WP 005481856.1 VIVVMTG..LFPKQYNQTWRIDVLDVGHGLAVLVEKEGRVLLYDTGKAWQNGSIAEQVITPVLHRRGYSSVDTMILSHAD 558
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MLVTGVA..LFYERTTNSWRVDVLDVGHGLAVLIEKHGKVALYDTGKAWNSGSIAQQVISPVLHRRGFGTIDMFIISHAD 558
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 LIM..MA.SWVTIPIKTGWRIDVLDVGHGLAVLIEKEGRYVLYDTGASWQGGDHIQTTVAPVLTKRGAKQLDGLILSHLD 553
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LLLGMIGLWWWFPSLTPLWRMDVLDVGHGLAIVIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVDGVILSHLD 553
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NTDB id 1295 VP RS04795 WP 005481856.1 NDHAGGRKVIEQYFSPKHKLSSQSFLHYQPCIAAEKWKWQGLNMEVLWPPKPVVRAYNPHSCVISLEDPSTGFKMLFTGD 638
NTDB id 1396 DSB67 RS04755 WP 010649088.1 SDHAGGRQYIEQHFSPAQNFSSQNYADYQSCIAGERWYWQALYFEVLWPPKQVNRAYNPHSCVVRVVDKESGFKLLLTGD 638
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 NDHAGGRSEVERVWQPKWKRASQTIAGYQPCIAGEQWQWQQLFFDVIWPPKTVARAYNPHSCVIRIFDPNTGFSVLLPGD 633
NTDB id 1149 A1552VC RS08405 WP 000173776.1 NDHAGDWQGLAERWQPNWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDTQSNHSVLLSGD 633
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NTDB id 1295 VP RS04795 WP 005481856.1 IEAISEWILLREPEKLRSDVMLVPHHGSKSSSNPKFINVVEPSLAIASTAKLNQWGMPAPEVVQAYTDSGVSWLDTGSDG 718
NTDB id 1396 DSB67 RS04755 WP 010649088.1 IEAVSEWILMREPNKLESDVMLVPHHGSKSSSNPKFVQIVSPTLAIASLAKSNQWGMPAENVLSAYQEANAYWLDTGSHG 718
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 VDAMSEWLLARTEQSLQSHILLVPHHGSRTSSTVALINKVNPEVAIASLAKGGRWQLPSAQVVQRYLQHGTNWLDTGEDG 713
NTDB id 1149 A1552VC RS08405 WP 000173776.1 VTAMGEWLLARDGAQLQSEVMIVPHHGSKTSSTAEFIAQVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDTGHAG 713
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NTDB id 1295 VP RS04795 WP 005481856.1 QITILLDGNNWRFESKRRETIEPWYRQMLRNRVE 752
NTDB id 1396 DSB67 RS04755 WP 010649088.1 QVSVFIERDNWYFEAKRSETFEPWYRQMLRKRVE 752
NTDB id 242061 CCZ37 RS04770 WP 094499886.1 QISVIFGMQNYQVNSLRTSRSQPWYRQMLRNEVE 747
NTDB id 1149 A1552VC RS08405 WP 000173776.1 QISLFFYLDQLDWFTQRSLGWQPWYRQMLRKGVE 747
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