logo

NTDB id 241851 CGP83 RS04825 WP 000959278.1
NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 241851 CGP83 RS04825 WP 000959278.1
NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 241851 CGP83 RS04825 WP 000959278.1
NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 241851 CGP83 RS04825 WP 000959278.1
NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 241851 CGP83 RS04825 WP 000959278.1
NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 42 MW RS04740 WP 000959293.1
consensus

LR ATALTAE AR A0 bt AL G

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNE IKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

UL DL EL TGN LA WS LLDTY R

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFESMFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL

LR G A L DAOAEATEA I ROLE T

HTFNLEKKQIMMFQQIQY GGHKYVAEKENAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIHELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

OGO LA YL DRRURE VLR ERL L S

LTYQEVVHENYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKL B DNLNYFKLKKFIVAL SKTAITIEKLINNYLNICSDR|
LTDQEVVENYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAITIEKLINNYLNICSDR]
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