
logo

MHK
M
L
S
D
P
N
TRSTEHLVEPEKNSYTWDLSTTI FAKNTDNASDFWEATAEVYAEASLTKVQADLKPAKALESAQYANGQHPLFLDKSTADKNQLLVGIATI

TELQVYLMS
TLFMRQRLEKTI

VYVYASMKNDQDT
NTDB id 241812 LBS RS09160 WP 172826501.1 MHKLPTRSEVPENSTWDLSTIFKNNSDFEAAVAALKQALPALEQYNQP.FKTADQLVITIEQVLTLFRQLETVYVYASMKNDQDT 84
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ..MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDT 83
consensus ** * !****! !!!!*!!! !*! ! !* ! * *! *!* ! **! ! !! *!!!!!!!!!!!!

logo TNVGTLTYQEGYQAKQAVDSANLAYASDQLVSAEAAFAFYFLEPAEFI LMAE I
L
D
P
D
V
D
K
K
QLATDEFWKQETNQEPAGLGKLSYDQHFYFI EQRTI

L
L
T
A
D
N
S
K
R
D
EHVLSGQEQAEEAEL ILAAAGDI FGNAGAPST
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