
logo MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLP IVFPKQRQWLNQVNQALEKGDSLAVSLAHAVDFPTDYVGQI ELTELQGNL
NTDB id 241798 LBS RS04695 WP 076648212.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHVDFPTDYVGQIELTELQGNL 85
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTELQGNL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo GQCLWHLGQR IQS IRQKRRRE IRGVLAYPLFLLAFLGGL IGLLRHYLLPE IAQITPESNQTGSPLNSHR I
V I LWGFLLVLVLL IMGSGL

NTDB id 241798 LBS RS04695 WP 076648212.1 GQCLWHLGQIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLNHVILWGFLLVLVLLIMGSGL 170
NTDB id 618 LCA RS06475 WP 011375000.1 GQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLVLVLLIMGSGL 170
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! **!!!!!!!!!!!!!!!!!!

logo FMVYRRLPVLVRLQKAFKWP I IGRDIQQYYHYCLLFDLSTCLQNGLKLTE ICALQKQLQQNTWLVTLVAQLEVVLASGQSLDAYL
NTDB id 241798 LBS RS04695 WP 076648212.1 FMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQLEVVLASGQSLDAYL 255
NTDB id 618 LCA RS06475 WP 011375000.1 FMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQLEVVLASGQSLDAYL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SRSAFFPQSLRLVLAKHNLTQQTTDE ITMLANLQYTELQKQLQRKVSWLQP I LF I L IGL I I I CTYLS I LLPLYQTMEGI S
NTDB id 241798 LBS RS04695 WP 076648212.1 SRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTYLSILLPLYQTMEGIS 335
NTDB id 618 LCA RS06475 WP 011375000.1 SRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTYLSILLPLYQTMEGIS 335
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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