
logo MAKAI IATF IL IL I FGC I
V
L
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I LPLGGYVRMAGMWAGDEDETSTE I EKATGTSQPATS
NTDB id 241792 LBS RS04480 WP 094365791.1 MAAIIAFIIIFGILVVVHEFGHFYMAKRSGILVREFSVGMGPKLFAT.RKNGTTYTIRWLPLGGYVRMAGMADDESEIEAGTQAT 84
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 241792 LBS RS04480 WP 094365791.1 LILDEQGRVQQINTSDKVTTLNGVPFQIAKTDLQKELWVEGYEGGDESEMKRYPVLHDATIIEADGTEVQIAPVDVQFQSATLIN 169
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
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NTDB id 241792 LBS RS04480 WP 094365791.1 RMLTNFAGPFNNFILAILAFILFAFLSGGVPQQSNQIGTVQKNSAAQKAGLKANDRLLKVDNKKVASFTDFSAIISEHPNE.... 250
NTDB id 291 STER RS01205 WP 011680685.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKG 252
NTDB id 323 STU RS10650 WP 011225396.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKG 252
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logo DTSVLASVRTVQKRGSNAGTQEKETIKSVTKPKQAEKVKVANQKEKSVQGQSVYGFVLTGQVKSVPKVMLDKHTSGLKADKI SFYGGFTQQMAWSE I
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TLGKSGFLLITGTGNFSLDNKLSGG
NTDB id 241792 LBS RS04480 WP 094365791.1 .TVAVRVQRG.ATEKTIKVTPKAVKVANQKEKVGQVGVTQKVKMDHSLKAKISYGFTQAWSIASQIFKILGSFLTGGFSLDKLSG 333
NTDB id 291 STER RS01205 WP 011680685.1 DSLSVTVKRSNGQEETISVKPQE........SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGG 328
NTDB id 323 STU RS10650 WP 011225396.1 DSLSVTVKRSNGQEETISVKPQK........SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGG 328
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NTDB id 241792 LBS RS04480 WP 094365791.1 PVGMYSMTTQFTQQGFNALVYFLAFLSLNLGIMNLIPIPALDGGKLVLNIIEAIRRKPISPEKEGIVTLIGVGIMVLLMVLVTWN 418
NTDB id 291 STER RS01205 WP 011680685.1 PVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWN 413
NTDB id 323 STU RS10650 WP 011225396.1 PVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWN 413
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logo DIQMRFAFF
NTDB id 241792 LBS RS04480 WP 094365791.1 DIQRFFF 425
NTDB id 291 STER RS01205 WP 011680685.1 DIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 DIMRAFF 420
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