
logo MS IVLHGVAAGKGIAVGCAHL IARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF I SLHLMLLTD
NTDB id 24172 NMCC RS00730 WP 012221160.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHLMLLTD 85
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHLMLLTD 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTLSREPVDI LREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRR IHNNL IGQGNELEVADNLFDETVL IANDLSP
NTDB id 24172 NMCC RS00730 WP 012221160.1 VTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDETVLIANDLSP 170
NTDB id 1096 KZH42 RS00175 WP 002225691.1 VTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDETVLIANDLSP 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ADTVLFKEQR IAAFVTDAGGPTGHTAI LGRSLDIPSVVGLHNARKL ITEGETVIVDGINGVL I IAPDESVLNEYRRRAREYRSHK
NTDB id 24172 NMCC RS00730 WP 012221160.1 ADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESVLNEYRRRAREYRSHK 255
NTDB id 1096 KZH42 RS00175 WP 002225691.1 ADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESVLNEYRRRAREYRSHK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RDLNKLKKTAAATADGVC I ELVGNI ESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD
NTDB id 24172 NMCC RS00730 WP 012221160.1 RDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD 340
NTDB id 1096 KZH42 RS00175 WP 002225691.1 RDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAI LRAAVHGPVRMMWPMITSVSEVRQCL IHLDTAQRRQLAER
NTDB id 24172 NMCC RS00730 WP 012221160.1 LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWPMITSVSEVRQCLIHLDTARRQLAER 425
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWPMITSVSEVRQCLIHLDTAQRQLAER 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo GDAFGKVGIGCMI E IPSAALTVGS I LKLVDF I SVGTNDL IQYI LSVDRGDDSVSHLYQPGHPASVLKMLQHVIRTANRMDKDVSVC
NTDB id 24172 NMCC RS00730 WP 012221160.1 GDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPSVLKMLQHVIRTANRMDKDVSVC 510
NTDB id 1096 KZH42 RS00175 WP 002225691.1 GDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVC 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo GEMAGDTAFTR I
VLLGMGLRRFSMNPNNI LPVKNI I LHSNI

V
A
GQLENSDE IAVKI

V
I
VRCEDEEKASEKL IKQMNSVSVEEEADFKGRK

NTDB id 24172 NMCC RS00730 WP 012221160.1 GEMAGDTAFTRILLGMGLRRFSMNPNNILPVKNIILHSNIAQLENEIAKIVRCEDEEKAEKLIKQMNSVSVEEEADFKGRK 591
NTDB id 1096 KZH42 RS00175 WP 002225691.1 GEMAGDTAFTRVLLGMGLRRFSMNPNNILPVKNIILHSNVGQLESDIVKVIRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!! *! !**!!!!!!! !!!!!!!!!!!!!!!!!!!!!!
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