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NTDB id 1402 DSB67 RS12670 WP 010643257.1 386
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q 387
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMEBSJIGEESG LD MLWNKEA)X 389
NTDB id 1113 AAA85695.1 219..1451( ) QMBBJIGEESG LD MLWNKEVA)N 389
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NTDB id 241656 Kalk RS17525 WP 101895483.1 T YE EVDNAVD L EPLIM LG 398
NTDB id 1198 PSJM300 03950 AFN76868.1 IL 385
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 I . 410
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