
logo MENKKKSSLFLSQMAKPYI
LKGFYKQAVLPFGVLVAVI FGATI IVSGS ITITVIGPDKRLKSE I

MTDLTI
MTKGLAMGTGKIDLTDKI

V
G
SE IALMTLAI

LLYFGAIGALV
NTDB id 241593 CHF41 RS09570 WP 119877062.1 MENKKSSLFSQMKPYIKGFQVPFVVAVIGAIISGIITVIGPDKLSEITDLITKGLMTGIDTDKVSEIAMTLAILYGIGAV 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! !! !!! !!*!!* *! *!!! !*! !!!!!!!*! !*!! *!!!! !! !!* !!!*!!!*!! !!*

logo VNSYATAQSF ITI
VSTI

L
I
VQHKFSKQRLRNTAIADEKINKLVPLGKYFDSHSQGDTLSRVTNDVDLTAMS

TQSFLNQSLGVSTMVLVAFAS IS I LL IAGAS ILFIMM
NTDB id 241593 CHF41 RS09570 WP 119877062.1 VNYAQSFTISTIVQHFSKRLRTAIAEKINKLPLGYFDSHSQGDTLSRVTNDVDTASQSLNQSLGTVLFSSILLIAALIMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus ! ! !! *!!**!*!! !!! !!!*!!!!*!! !!!!!!!!!!!!!!!!!!! *!! !!!! *** !!!!* * !!

logo

F
IKTNGVATLASAFTVAIGLSVFLAFGFVFLSVGTI

V IMAGKRASKQGPFLFKKSQQANLADKVNSGYVEEMVYSGHNQVVMSSYHNAGIGQEQSVKGKQFEMNLNDQAQLFYAGS
NTDB id 241593 CHF41 RS09570 WP 119877062.1 FKTNVTLSFVAIGSVLFGFVFVGIIMGRAKGFFKSQQANLAKVNGYVEEMYSGHQVVMSYHAGGEVKGQFEMLNQALYGS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !!! ! !! !! !!! *!!** * !! !!!!!! ! !!!!!*!!!!*!! !!*! ! !!! !! !**!

logo MWKSQFFI SG IMMPLMMMQF IGNFGYVMVCVI
V
T
VGAATLMATI

LNGDHAITMGTIVAFMTVYVR I FSTQP I
L
A
SQIAQGI

LTQVLQSANSAAMGRVFE
NTDB id 241593 CHF41 RS09570 WP 119877062.1 MWKSQFISGIMMPMMMFIGNFGYVMVVVTGAALTLNGHATMGTIVAFMVYVRIFSQPLSQIAQGLTVLQSASAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!! !!!!!!*! !!!!!!!!!!** !! * *!!* !!!!!!!!! !!!!!*!!* !!!!!*! !!!! !!!!!!!!

logo FLDGEEQE I
MEDDENQAHKRPVKQQLESKSVEKGDNVNTFDHNVFSFGYLSPDKQTI IHDFSAHTAKAGQKIA IVGPTGAGKTTIVNLLMKRFYDE I

V
D
N
Q
RGMR

NTDB id 241593 CHF41 RS09570 WP 119877062.1 FLGEQEMEDDQARPQQLSSVKGDVTFDHVSFGYLPDQTIIHDFSATAKAGQKIAIVGPTGAGKTTIVNLLMKFYDINQGR 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! ! !*!!***** !! ! ! ! !!*! !!! !! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!** !

logo I LS IDGI
V
D
NIHKDSMKTRKSEVHADAFASMVLQDTWLFEGTI

VKENL IYNQKSHNI
V
S
TDEAQVIAEAAKAVGVHHF IKMTLPKGYDTLVLDDSTVTL

NTDB id 241593 CHF41 RS09570 WP 119877062.1 ILIDGIDIKSMKRSEVHAAFSMVLQDTWLFEGTIKENLIYNQSNVSDEAVIEAAKAVGVHHFIMTLPKGYDTLLDDTVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!* !* ! ! !!! !! !!!!!!!!!!!!*!!!!!!!! ***!! !! !!!!!!!!!!! !!!!!!!!*!!!*!!!

logo SVGQKQLLTIARALLKDNAPLL I LDEATSSVDTRTEEL ILQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 241593 CHF41 RS09570 WP 119877062.1 SVGQKQLLTIARALLKNAPLLILDEATSSVDTRTEELLQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDQTLMATEQNQGFYADNLYNSQFTVEEVA
NTDB id 241593 CHF41 RS09570 WP 119877062.1 HDTLMTQQGFYANLYNSQFVEE.. 582
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
consensus !! !! *!!!! !!!!!! !!**

X non conserved

X similar

X ≥ 50% conserved


