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NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 241585 CHF41 RS07505 WP 119876693.1 ..MPKHHHPSELIYCSFCGKNQEEVKKIIAG..NNVFICNECVELAQEIIREELAEEVL.....TDLADTPKPQELLTIL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
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FA ICADATSALTEAG
NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAE.LQDDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 241585 CHF41 RS07505 WP 119876693.1 NHYVIGQDRAKRALAVAVYNHYKRINFQDSREENDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
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VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHPNQ
NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 241585 CHF41 RS07505 WP 119876693.1 YVGEDVENILLKLLQAADFNIDRAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
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logo QEFMIQLIDTSKNI LFVICVGGAFDGLI EDETI LVKRQKRMLGDEKVIVIGFFGDHQDNANRKAKI EDDENQTEKSASLYLMEQEHKI EIAPSEDDLIVQHKFGI
L IPEFL IGRLHPVFILAAPSLDENEQ

NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAK..EENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 241585 CHF41 RS07505 WP 119876693.1 QEMIQLDTKNILFIVGGAFDGIEEIVKQRMGEKIIGFGHNNRAIDETESYMQHIIADDIQKFGIIPELIGRLPVFAPLDQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
consensus !!*!!*!!*!!!!**!!!!!!*!*!*!***!*!**!!* *** **** **** !* *!***!!*!!!*!!!!*!*! !**

logo LNTETVDEDML IVKR I LTEPKNAI
L
I
VKQYQKTLFLAS IYDGVNELDEKFEDEKQDEALEQREAIAKQKLRALI ERKTGARGLRS I I EEMTMVLDVLMFE I

L
VPESYQDEKEDYVDKTCIRV

NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 241585 CHF41 RS07505 WP 119876693.1 LTTEDLIRILTEPKNALVKQYQTLLSYDGVELDFDKEALEEIAKRAIERKTGARGLRSIIEETMLDVMFEVPSQDEVKRV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
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logo R ITKKEVAVDEKDGKNTDAQKAPLI L IEKTRAKS I S
NTDB id 1475 Cj0275 YP 002343717.1 .ITKEVVKDNAKALLIKRKIS 417
NTDB id 241585 CHF41 RS07505 WP 119876693.1 RITKEAVDGKAQPILETA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
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