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NTDB id 241580 CHF41 RS05330 WP 119876318.1 MARKKTKKQSMSLASLVITLLLVAGGYFWAEEPSTVSH..RPVTRIETATSRPSEELAHSVLTDTVRAQLGSDLVYNGAG 78
NTDB id 262 KZH43 RS08770 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 221 SPD RS09380 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 187 SPR RS08930 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 152 SP RS09870 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
consensus **!!****!**!***!!!**!*!*****!!**************!***!!**!!*!!!!!*!**!****!**!!*!

logo AF IVNGNQKTDNLDASKVASSAKPYADNRKTKTAVQGGKKELTVPTVANALLSKATRQYQKKNREKETGNGSTSWKTPAPGWHQVRKNLEKGESYNTHAI
V

NTDB id 241580 CHF41 RS05330 WP 119876318.1 AFIVNGNQTDLDASVASAPYADNRTKTAQGKLVPTVANALLSKATRQYQKREETGNGSTSWKPAGWHQVRNLEGEYNHAI 158
NTDB id 262 KZH43 RS08770 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 221 SPD RS09380 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 187 SPR RS08930 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 152 SP RS09870 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
consensus !!!!!!!*!*!!!*!*!*!!!!!*!!!*****!!!!!!!!!!!!!!!!**!*!!!!!!!!!*!*!!!!!*!!*!*!*!!*

logo DRGHLLAGYSALVIGGLKDGYFDASTSNPKNIAVQTAWSANQSANQRAPEDYASTGQNYFYETSQKVRRKALDQNKRVRYRVTL IYYQASQNEDLVPVSGA
NTDB id 241580 CHF41 RS05330 WP 119876318.1 DRGHLLAYSLVGGLKGYDASTSNPKNIAVQTAWSNQSNRPDATGQNYFETQVRRALDQNKRVRYRVTLIYQSQEDLVPVG 238
NTDB id 262 KZH43 RS08770 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSA 236
NTDB id 221 SPD RS09380 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSA 236
NTDB id 187 SPR RS08930 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSA 236
NTDB id 152 SP RS09870 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSA 236
consensus !!!!!!*!*!*!!!*!*!!!!!!!!!!!!!!!!*!!******!!!!!*!**!!*!!!!!!!!!!!!!!*!*!*!!!!!**
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NTDB id 241580 CHF41 RS05330 WP 119876318.1 SHLEAKAGDGSLEFNVFVPNVQQGLVIDYYSGKIHLNQ 276
NTDB id 262 KZH43 RS08770 WP 001036779.1 SQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 SQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 SQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 SQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !**!!!**!!*!!!!!*!!!!!*!!**!!**!*****!
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