
logo MRSLFQLWTIKKLNI
L
F
K
P
S
F
L
I
A
P
P
L I FHYL ITSVYFLVLVLALWLYFYCVAMIYFRTSLSVYANSLVYPLLSAGL IL IGLFVGFLFL IVCSL IFLI LQALFLPFWRVKRSQAGKKVKVLCYYLQVIMI ILCPGI LFAIGCVFFWAFLVFFQGLNFLWI

Q
C
N
S
V
K
LS
Q
I
T
S

NTDB id 596 KW2 RS08720 WP 021037686.1 MRFL..LIKFPLIFLTYLVVLLYFCIFTYNLPLLI....LFICSILLALFR.....KYYLMIPILIVFAVFFLLINSLSI 69
NTDB id 241577 CHF41 RS05065 WP 119876270.1 MSQLIKKLPLAPIHLIVLLLALYFVMYRLSVLSGLILVGLLI.....LLWVRQGKKVCYQILPILACFFLFFGFQCVKST 75
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVL..IICGIFGFWFLFQNWQ...QS 75
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVL..VICGIFGFWFVFQNWQ...QS 75
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL..IICGIFGFWFVFQNWQ...QS 75
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL..IICGIFGFWFVFQNWQ...QS 75
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL..IICGIFGFWFVFQNWQ...QS 75
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL..IICGIFGFWFVFQNWQ...QS 75
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NTDB id 596 KW2 RS08720 WP 021037686.1 RDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGF 149
NTDB id 241577 CHF41 RS05065 WP 119876270.1 LDESATPTEVSSLTVKPDSIQVNGDSLSFRATSSGHLYTVFYQLKSQEEQRYFKSLSSLARLEVEATVSEPEGQRNFNGF 155
NTDB id 494 SM12261 RS04305 WP 000942409.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGF 155
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGF 155
NTDB id 154 SP RS04735 WP 000942394.1 QASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 264 KZH43 RS04200 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 223 SPD RS04540 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 189 SPR RS04300 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
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NTDB id 596 KW2 RS08720 WP 021037686.1 DDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSL 225
NTDB id 241577 CHF41 RS05065 WP 119876270.1 DYRDYLRTHGIYKTIKISKIEKIEKRVAWNPLDWLFLVRRKALVYIKEHFPSPMRHYMTGLLFGDLDKEFDQMSDLYSSL 235
NTDB id 494 SM12261 RS04305 WP 000942409.1 DYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSL 235
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 154 SP RS04735 WP 000942394.1 NYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 264 KZH43 RS04200 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 223 SPD RS04540 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 189 SPR RS04300 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
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NTDB id 596 KW2 RS08720 WP 021037686.1 GIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKN...IRLTSLDNIGVTTL 302
NTDB id 241577 CHF41 RS05065 WP 119876270.1 GIIHLFALSGMQVGFFVDKFRSLFLRLGIRKEVVDWLQVPFSFIYAGLTGFSVSVTRSLVQKIFANMGITKLDNIACTMM 315
NTDB id 494 SM12261 RS04305 WP 000942409.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 154 SP RS04735 WP 000942394.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 264 KZH43 RS04200 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 223 SPD RS04540 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 189 SPR RS04300 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
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NTDB id 596 KW2 RS08720 WP 021037686.1 VLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDF 382
NTDB id 241577 CHF41 RS05065 WP 119876270.1 ISFLLMPHFLLTADGVLSFSYAFLLTVFD..FEDFVSYKRVVVESVAISLGIFPLLIYYFYSFQPLSILLTFLFSFLFDM 393
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLFIIMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 154 SP RS04735 WP 000942394.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 223 SPD RS04540 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 189 SPR RS04300 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
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NTDB id 596 KW2 RS08720 WP 021037686.1 MLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFI 462
NTDB id 241577 CHF41 RS05065 WP 119876270.1 VLLPGLSLIFLLSPLVKITPVNFLFVWLESSIQWVAGLGLKPWIFGKPTAVCLLVLLGVLLLVYDLYQNPKCCIALLSLA 473
NTDB id 494 SM12261 RS04305 WP 000942409.1 VFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 154 SP RS04735 WP 000942394.1 VFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLI 472
NTDB id 264 KZH43 RS04200 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 223 SPD RS04540 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 189 SPR RS04300 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
consensus **!!*!***!**!*!******!!*!**!!*****!*** **!***!*!* **!**!*****!**!*****!** *! ***

logo

A
F
T
L
G
F
LFLF ILTKNYHPMLREANSEVITAVMVLDI

VGQGDES I FLQRDKMVAFRTNGKERKI
N
T
V
I L IDTVGGRKLVAASELVSDGSYKPSKKQI EKNPKWQKEAQKAQSTMS

TQTVSNADEQKRSTL IPYLEHKSMRGVSAHKID
NTDB id 596 KW2 RS08720 WP 021037686.1 FLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHID 540
NTDB id 241577 CHF41 RS05065 WP 119876270.1 ALLFFITKHPLENEVTVVDVGQGDSIFLRDMRG.RTVLIDVGGKVSVG.SKEPWQEQSSQVNAERTLIPYLHSRGVSKID 551
NTDB id 494 SM12261 RS04305 WP 000942409.1 TGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKID 551
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKID 551
NTDB id 154 SP RS04735 WP 000942394.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKID 551
NTDB id 264 KZH43 RS04200 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 223 SPD RS04540 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 189 SPR RS04300 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
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NTDB id 596 KW2 RS08720 WP 021037686.1 QLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNN 620
NTDB id 241577 CHF41 RS05065 WP 119876270.1 YLVLTHAHADHMGDLMEMAREMDIGSIYISEGSTTSKELIKMLQTIKTPPHLVKVGDAIPICDGFLRVLYPYQKGNGGNN 631
NTDB id 494 SM12261 RS04305 WP 000942409.1 QLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYE 631
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHD 631
NTDB id 154 SP RS04735 WP 000942394.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 264 KZH43 RS04200 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 223 SPD RS04540 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 189 SPR RS04300 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
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NTDB id 596 KW2 RS08720 WP 021037686.1 DSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQE 700
NTDB id 241577 CHF41 RS05065 WP 119876270.1 DSVVLYGELLQTRFLFTGDLE.DGELELIKRYPRLSVDVLKAGHHGSRGSSYPEFLDAISPRIALISAGKHNRYQHPHQE 710
NTDB id 494 SM12261 RS04305 WP 000942409.1 DSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQE 711
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQE 711
NTDB id 154 SP RS04735 WP 000942394.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQE 711
NTDB id 264 KZH43 RS04200 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 223 SPD RS04540 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 189 SPR RS04300 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
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