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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCL.VLLGII.AGG.FYWHQSQQKQKVTQNEQLL....ATSASKTKP.........ATKKTHQA 64
NTDB id 105 BSU 25590 NP 390437.1 ...MNWLNQHK...KAIILAASAAVFTAIMIFLATGKNKEP.VKQAVPT.............E.....TENTVVKQEANN 55
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLL.VVCALI.AGGIFYIFTNSPKP.A...ETL..SVENLSSSSTKSS.V......SKFNSSSS 63
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMV..IFCFFLWMTCGAGN.SMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGS 76
NTDB id 241576 CHF41 RS05060 WP 119876269.1 .MLEKWIQVLRDYKWFIVAGVGLGVI.LVTVFLVGQKGQTE..........EAISLTD.FSTSSEQ.......VVETPTD 60
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPHTP.V.KETNLQAEVVAISKDSSTEKDV.......KKEEKEE 67
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPQTP.V.KETNLQAEVVAVSKDSVSEKEV.......KKEEKEE 67
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPQTP.V.KETNLQAEVAAVSKDSSTEKEV.......KKEEKEE 67
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPQTP.V.KETNLQAEVAAVSKDLVSEKEV.......NKEEKEE 67
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPQTP.V.KETNLQAEVAAVSKDLVSEKEV.......NKEEKEE 67
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIV.ICTGLGLL.VGGFFLLKPAPQTP.V.KETNLQAEVAAVSKDLVSEKEV.......NKEEKEE 67
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NTDB id 613 LCA RS05340 WP 231952379.1 ATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQ 144
NTDB id 105 BSU 25590 NP 390437.1 DESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGG.. 132
NTDB id 595 KW2 RS08725 WP 021037687.1 EKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSP.. 140
NTDB id 300 STER RS07485 WP 011681496.1 EKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGT.. 153
NTDB id 241576 CHF41 RS05060 WP 119876269.1 SQPTEKLVVDVKGAVKKPGIYHLSAG.SRVQDAVEAAGGLTDAADSKSVNLAQKVNDEGVVYVATKEEAVSVVPAANP.. 137
NTDB id 521 SMSK321 RS04960 WP 000443804.1 PVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSG.. 144
NTDB id 493 SM12261 RS04300 WP 000387351.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGPG.. 144
NTDB id 153 SP RS04730 WP 000387344.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSG.. 144
NTDB id 263 KZH43 RS04195 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG.. 144
NTDB id 222 SPD RS04535 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG.. 144
NTDB id 188 SPR RS04295 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG.. 144
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NTDB id 613 LCA RS05340 WP 231952379.1 QIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKT 224
NTDB id 105 BSU 25590 NP 390437.1 .............SV.....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKS 194
NTDB id 595 KW2 RS08725 WP 021037687.1 .............TGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKT 207
NTDB id 300 STER RS07485 WP 011681496.1 .............GQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKT 220
NTDB id 241576 CHF41 RS05060 WP 119876269.1 .............V...QVSGDKGATTGLVNLNTATEAELQTISGIGAKRAADIIAYRESNGRFQSVDDLKNVPGIGGKS 201
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .............A...PS...STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 493 SM12261 RS04300 WP 000387351.1 .............T...AS...STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 153 SP RS04730 WP 000387344.1 .............T...AS...STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 .............T...AS...SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 222 SPD RS04535 WP 000387330.1 .............T...AS...SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 188 SPR RS04295 WP 000387330.1 .............T...AS...SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
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NTDB id 613 LCA RS05340 WP 231952379.1 FEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 FEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 LEKLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 LDKIRESLYVA 231
NTDB id 241576 CHF41 RS05060 WP 119876269.1 LENIRSYVTVD 212
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 IEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 IEKLKDYVTVD 216
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