
logo MKKTNKRKFLKLLW I
WL ISLSGVI

VSLTI LLLWGMAVFFLFPLPYYI
LEMSPGGASYDIRSVLVTVGNDHKEKDKNEKKPGSYNFVAYVQSLVKSKPATAP I

VQLVLFYAAWLDTPS
NTDB id 241575 CHF41 RS04700 WP 119876209.1 MKKNRKLLLILSLVVSTILLWGAFLFPLPYYIESPGGASDIRSVLTVGDKKDNKPGSYNFVYVQVKPATAVQLLFAALDS 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! !*! ! *! !!! ! !!!!!!*! !!!! !!!!!*!! *! ! *!!!!!! ! * *!!**!*!*! ! *

logo

F
H
S
T
D
E I ITSAKEKELTATGGAVNSDTAEDEFYMYRINSQFYMETSQNGMAI

KYKQAGLSTLAHKKEKATSFLENFYFMGVYVLNQVSTDRDNSTFKGNI
VLNIADTVTVGSVNDGK

NTDB id 241575 CHF41 RS04700 WP 119876209.1 HSDIISKEELAGGANTEEFYRISQFYMETSQNMAKYQGLTLAKKETSLEFFGVYVLNVTDDSTFKNILNIADTVVSVNGK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus ***! ! ! !! ** !! !!!!!!!!! ! ! *!*!!*! ! * !!!!!*!* !!!! *!!!!!!! !! !

logo TFHKSSKPEL I EKYVSGLKLGSDKVKSVGQYLTSEGGNKQEKKQTADKGKI
V IKLASNGKNGIG IGLVDHTEKVKTSDSDEKIDEFQSTGNGNIGGPSAGLMF

NTDB id 241575 CHF41 RS04700 WP 119876209.1 TFKSSPELIEYVSGLKLGSDVKVGYLSGGQEQTADGKIIKLANGKNGIGIGLVDHTEVKSSEKIDFQTGNIGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !!*!!*!!! !!!!!!!!! ! ! ! ! !! !!*!!! !!!!!!!!!!!!!! ! ! *!!*! ! !!!!!!!!!!

logo TLADIYDTQLAVDKEPDLRDKGR I
MIAGTGTI EGEQDGSVGDIGGADKMKVALASAADKRAIGNADS I FFVPNNPVDSKAE I

TLKKQKNPDKAKLTNYEQEAKMEQA
NTDB id 241575 CHF41 RS04700 WP 119876209.1 TLAIYTQLADPDLRDGRMIAGTGTIEQDGSVGDIGGADKKVLSAAKAGASIFFVPNNPVDKEILKQKPDAKTNYEEAMEA 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !! !! !! *!!! !!*!!!!!!! !!!!!!!!!!! !! ! * ! !!!!!!!!! ! !! ! ! !!! !! !

logo

A
VKKDLGKLTDKI

MKI
VVPVKTNVKQDEAIDYLKRKHTKSQ

NTDB id 241575 CHF41 RS04700 WP 119876209.1 VKKDKLDIKVVPVTNVKDAIDYLKKTKSQ 349
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH... 346
consensus !! *!*!!! !! *!!!!!*!****

X non conserved

X similar

X ≥ 50% conserved


