
logo MNKKRSKLWLVALAGVSALLGSVGAVLAACSGSSKSSNSTSGGDESTVTYGYVYGNSSDPESTLDYLITTSSNKTAGSPTLKDTSAVVTNGVDGLLMENADQKFYGNLVP
NTDB id 241566 CHF41 RS03765 WP 119876060.1 MNKRKLLVLAGVSLLSVGVLAACSGSSNSSGGDESVYGYVYGSDPESLDYLTTSKASTLDVVTNGVDGLLENDQFGNLVP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSG...TTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG...TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG...TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
consensus !*!*!*!*!!!!*!! !!*!!!!!**!**!! **!!!!!*!!!!*!!!*!*****!***!!!!!!!!*!*!**!!!!!

logo SLVAEDWKSVSQKDGLTYTYKLIRKGI
V
N
KWYTSDEGEEYADENVKTAQKDFVATGLKHAADGKSKSAEGASGI

LYL IVQEDS IKAGLDSADYVLKSGAETNTKDFASSNV
NTDB id 241566 CHF41 RS03765 WP 119876060.1 SLAEDWKVSKDGLTYTYKLRKGVNWYTSEGEEYAEVKAQDFVAGLKHAADKKSESLYLIQESIKGLDAYVKGENTDFASV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!!!!*!!*!!!!!!!!*!!!**!!!!*!!!!!*!*!*!!!*!!!!!!!*!****!!*!*!!*!!**!**!*!*!!**!

logo GI
VKAVIDEDYTVLQYTLNKKSQPEPYWNSKTTNYGS ILLSFPVNEEDFLTKSNKGDKKDFAGQKPSTDPSTS I LYNGPFLLKSLVTSAKSSVI EFLTVKNEHNYW

NTDB id 241566 CHF41 RS03765 WP 119876060.1 GIKAVDDYTVQYTLNSPEPYWNSKTTNGILFPVNEEFLTSKGDKFAQPTDPSSILYNGPFLLKSLVSKSSVEFTKNENYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
consensus !*!!*!*!!*!!!!**!!!!!!!!!!* *!*!!!!*!!**!!**!***!!!*!!!!!!!!!!!!!**!!!*!* !!!*!!

logo DKDKNVHVFDSAVIKFLSYYDGQSDVQEDSALAEVRNGFTDGAYNSLVFARLVYFPSTSPSNYASKSVAEEKDKFYKEDNI FYVYTQAPGVAGSSTNSAIGFVINLIDRQSYEKFHYSTSA
NTDB id 241566 CHF41 RS03765 WP 119876060.1 DKDNVHVDSVKLSYYDGQDVDSLARNFTDGAYSVARLFPSSPNYSKVAEDFKENIFVTQPGVGSNAIGFNIDRQSYEHTS 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
consensus !!*!!!*!**! !!!!!*!***!*!*!!!!!! *!!**!*!*!! *!****!*!!**!*!!****!!!*!*!!!!!****

logo KTKTDAESEKNTSSTKKAFLLNKDFRQSAINFAFIDRTKAYSQSQMVINGEKADGAAETFLGALVRNLFVPSDFVSVAGEDKTFSGDVLVETEKLMI
SSYGDEWKSDG

NTDB id 241566 CHF41 RS03765 WP 119876060.1 KTTDEEKNSTKKAFLNKDFRQAINFAFDRKAYSSQVNGEAGAEFAVRNLFVPSDFVSVGEKTFSDVVEEKLISYGDEWKD 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
consensus !*!!*!!*!!!!!*!!!!!!!*!!!!*!!*!!*!!*!!**!!****!!!!!!!!!!!*!*!!!*!*!*!!**!!!!!!**

logo VKNFLTADGSVQNDGI
LYNPAEKAKATEFEAKAKEKDTALEQAEDGVKQFP IHI

LDTLPVNVDEQTSSKI
N
L
Y
NVSARQMVAQSFLKQSTVI EQSKVSLGSDENVVIDLVIQNMQMLSESDED

NTDB id 241566 CHF41 RS03765 WP 119876060.1 VKLADSVNGIYNPEKAKAEFEKAKKALEAEGVKFPIHIDTPVVETSKNYVSRMQSFKQSVESVLGSENVVIDLQMMSEDE 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDD 477
NTDB id 324 STU RS16140 WP 011226306.1 VNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD 477
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDD 477
consensus !* *!***!*!!*!!!!*!!*!!!**!*!*!!*!!!!*!*!!***!!**!***!!*!!**!**!!!*!!!!!****!*!*



logo

A
I
L
F
Q
ENI

V
ATYLYNAPANAKAAEDWDI SGNGLSVAIGWGNAPDYSQDPSTYLDI LFEKSTTNSPSEQNTKATFFMGFYEDGDAPDNNANAAKAAQVGFLDKADYNDTALALDNDSAGAKSEVTNTS

NTDB id 241566 CHF41 RS03765 WP 119876060.1 AFNITYYAPNAKAEDWDISGLVGWNPDYSDPSTYLDILESTNPEQTKTFFGFEGADNANAKAVGFDAYNTLANDAGKEVN 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 IQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETT 557
NTDB id 324 STU RS16140 WP 011226306.1 LENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS 557
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS 557
consensus **!*!**!*!!*!!!!!!!**!*!*!!!*!!!!!!!!***!**!*!! !*!*****!!*!**!!***!**!***!**!**

logo DVLANAVRYEDKRYAAQAQAWLTEDSSLLVLIPTLMTSVSGSNGAAPAFVLI SR I
L
E
TPFTGASAMLTQSVGNDKSNSSASNSDYFYIKYLVKVPGQKEDKVVTKKQEYEEQASRKEKW

NTDB id 241566 CHF41 RS03765 WP 119876060.1 DVAARYEKYAAAQAWLTDSSLLLPTMSSSGAAPFLSRIEPFTGASATSGNKSS.ASYYKYLKVGKDVVTKKQYEEARKKW 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKW 636
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
NTDB id 292 STER RS06940 WP 011681419.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
consensus !** !!**!!*!!!!!*!!!!**!*****!!!!**!!**!!!!!!***!*!*!***!*!!*!****!!!!!*!!**!*!!

logo LEKEKAKAESNAEKAQKDLESKHVEK
NTDB id 241566 CHF41 RS03765 WP 119876060.1 LEEKAESNAKAQKDLESHVE 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 LKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 LKEKKESNEKAQKDLEKHVK 657
consensus !*!!**!!*!!!!!!!*!!*

X non conserved

X similar

X ≥ 50% conserved


