
logo MKTKKSKWLVATLAGVLAVLSLASGGVVGALVLAACGSGSGKSSNSSTSEGNTTYSGYVYNTSTSDPDESTLDYTI ITSNRTAGSPTSKETSAVVSTNLGVDGLLMENADQKYGNLVPSLV
NTDB id 241565 CHF41 RS03760 WP 119876059.1 MKTKKWLVTAGVLVSAGVLLAACGGGSSSSSENTYSYVYTTDPDTLDYTISNRASTSEVVSNLVDGLLENDQYGNLVPSL 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS.STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSV 79
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS.NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS.NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
consensus !!**!!!**!!!*******!!!!***! *!**!!*!!!**!!**!!!**!!***!***!*!*!!!!*!*!*!!!!!!!*

logo AEDWTSVSQKDGLTYTYKLIRKDGAVIKWFYTSDEGEEYADNVKTAQKDFVTGLKHAI
ADGSKSAEGAGI

LY I
LVEQDS IKAGLKSDYALESGAKTTNKDFGSSNVGV

NTDB id 241565 CHF41 RS03760 WP 119876059.1 AEDWTVSKDGLTYTYKLRKDAKWFTSEGEEYADVKAQDFVTGLKHAIDSKSEALYIVEDSIKGLKDYAEGKTKDFGSVGV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGV 159
NTDB id 324 STU RS16140 WP 011226306.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
NTDB id 292 STER RS06940 WP 011681419.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
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logo KAVIDEDYTVLEQYTLNKAKQPESPYWNSKTTMYGS ILLSFPVNEEDFLKSNKGSKDFGSKASKTDAPDTS I LSYNGPFLLKSWLVTAKSSMI EYLATVKNPEHNYYWDK
NTDB id 241565 CHF41 RS03760 WP 119876059.1 KAVDDYTVEYTLNAPESYWNSKTTMGILFPVNEEFLKSKGSDFGSAK.ADSILSNGPFLLKSWVAKSSMEYAKNPNYYDK 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDK 239
NTDB id 324 STU RS16140 WP 011226306.1 KAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
NTDB id 292 STER RS06940 WP 011681419.1 KAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
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NTDB id 241565 CHF41 RS03760 WP 119876059.1 DNVHIDTVKLSFFDGSDLESLARNFKDGAYSGAALFPTTTSYPAIEKEFKDNIYVSQQNATSYYLNYNLDRKSYKYTSKK 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKK 319
NTDB id 324 STU RS16140 WP 011226306.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKK 319
NTDB id 292 STER RS06940 WP 011681419.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKK 319
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NTDB id 241565 CHF41 RS03760 WP 119876059.1 DDAQKAATNEAILNKNFRQAIKFALDKTSMGAQMNGEKLANATLRNTLVPPSFVSIGNKTYGEVVSENLVSYGTEWADVN 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 324 STU RS16140 WP 011226306.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 292 STER RS06940 WP 011681419.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
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NTDB id 241565 CHF41 RS03760 WP 119876059.1 LADATNAYYSPTKAKEKIAKAKAELEAKGVQFPIHLDILVVETDKSDVARKSSIKQSIEASLGTENVVIDLQNASEDDVQ 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQ 479
NTDB id 324 STU RS16140 WP 011226306.1 FADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
NTDB id 292 STER RS06940 WP 011681419.1 LADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
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NTDB id 241565 CHF41 RS03760 WP 119876059.1 NATYFATTAAQKDYDLVI.SGWGPDYQDPSTYLDILNTENGGMLQNIGLEPGVENAKIQAVGLDKYTNMLKEAD.KEQDV 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDL 559
NTDB id 324 STU RS16140 WP 011226306.1 NVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDL 559
consensus !*!**!**!!**!*!******!*!!!!!!!!!!!!**!****************!!****!!!**!***!**!*****!*

logo

K
NAVRYEDKRYAEQAEQAWLQEDSASL IV IPTLTVSGQNGGARAPAQVLI SKRVLVTPFSTSGPAVSMSLDQVGTDKGNDSSSVNTDVYFIKYKVKVPQKEDKVVTVKKDEYEAQASREKWLK

NTDB id 241565 CHF41 RS03760 WP 119876059.1 KARYEKYAEAEAWLQDSALIIPT.VSQGGRPQLSKVVPFSSPVSDVGTKGD.VTVFKYKKVQKDVVTVKDYEAAREKWLK 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLK 638
NTDB id 324 STU RS16140 WP 011226306.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
NTDB id 292 STER RS06940 WP 011681419.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
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logo EKAKAESNAEKYAQEKDLSEKHVK
NTDB id 241565 CHF41 RS03760 WP 119876059.1 EKAESNAKYQEDLSKHVK 653
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 EKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 EKKESNEKAQKDLEKHVK 657
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