
logo MLEKVLKENKVTGGYVANIPVLKDI
V
S
TFQEVADGELVGL IGLNGAGKSTTVIKNE I IGLLSTPYQGGQI LA IDGELSTLIQAQNDPQAASYRKQKIGFYIP

NTDB id 241563 CHF41 RS03605 WP 119876031.1 MLEVKNVTGGYVNIPVLKDISFQVADGELVGLIGLNGAGKSTTVKEIIGLLSPYQGQILIDGESLQANPQAYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!****!!!!!*!!!!!!!**!*!!!!!!!!!!!!!!!!!!!!**!!!!!!*!!*!!!*!!!***!**!**!!*!!!*!!

logo ETPSLYEELTLKREHLEVTVALMAYDGLDW
V
D
TEAGFMATVQRAEDKLYLKI

LFRLDEKLDWFPVTHQFSKGMKQKVMI ICAFMIVSNPSLLF IVDEPF
NTDB id 241563 CHF41 RS03605 WP 119876031.1 ETPSLYEELTLKEHLEVVAMAYDLDWDEAFTQAEKLLKIFRLDEKLDWFPVHFSKGMKQKVMIICAFMVSPSLLIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!!!*!*!!!*!!**!** *!*!*!!*!!!!!!!!!!!**!!!!!!!!!!!!!!!*!*!!!*!!!!!!

logo LGLDPVLAIDSDL IHELLEAEEKANKGTKAS I LMSTHVLDSAEKMCDRFVI LHQHGEQI
V
R
LAEQGDTI

L
A
D
EELQRAQATFGRDDESQSASLNEDLIYLMTQLTKEG

NTDB id 241563 CHF41 RS03605 WP 119876031.1 LGLDPVAIDDLIHLLEEEKAKGTSILMSTHVLDSAEKMCDRFVILHQGEVRAEGDLAELQAAFGREQASLNELYLTLTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!!*!!*!!!!*!**!!!!!!!!!!!!!!!!!!!!!!*!***!*!***!!***!!***!!!!**!**!!!*

logo

G
E
E
L
G
S
A

NTDB id 241563 CHF41 RS03605 WP 119876031.1 GEGA 244
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS. 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS. 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


