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MK I B\F LIFEVIVVYHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTBIYTIRILPLGGYVRMAGWGEDIYTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

LS W LT

G PUYSL |WEDGUVPRINLSE |\ D T LPMNVTAYDIJE [(NLIYITGLVLWE KT E\WVDHDATIVEEDGTE RIAPHDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

IR ME L s

QNASIWGRL TNFAGPMNNFILG| E¥F |33F QGGVIEDY N[o pyViyaGApQ[N G WTGDNI AIN{Y KVJ#D
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

A e s ey g sesgs, L VLT Pt Ecara Tkt

PSRAKASIND AKTIPIRRERYENY . NHE[ENT KSED\Y T T Kj2 I D{GSNARNEAUSI AR N GNEF VANIVEQIKET I ATEMLINAT A RN ENIA
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
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FPLNKLGGPVAR QUUS QA EMIGIK&S LALI® MLSINLGIFNLIPIPALDGGKIVMN IEAIRRKPLIQEPESYITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
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A MV LMIAVTWNDIRR\YF FSRe]
AVMVVLMIAVTWNDIMRAF Fy]
AVMVVLMIAVTWNDIMRAF F ]

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

319
320
320

399
400
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