
logo MKGAI LIATF ILL I FGCVIVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FAHI
TGKDGTAVYTIR I LPLGGYVRMAGWGEDKTTE IKT

NTDB id 241546 CHF41 RS01695 WP 119875743.1 MKGILAFILIFGVIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRILPLGGYVRMAGWGEDKTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!**!*!!!*!!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GTSPVASLSTVLNGPKDGVKVTRR INLSSDKRVQLVDNQTSALPMNVTAYDFLEEDQKLETITGLVLDGESTKTFYAEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 241546 CHF41 RS01695 WP 119875743.1 GTPVSLSVNPDGVVTRINLSSKVLDNTSLPMNVTAYDFEEQLEITGLVLDESKTFAVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!****!!*!*!!!!!****!*!*!!!!!!!!!*!**!*!!!!!!*!*!!**!!!!!!!!!!!!!!*!!!!*!!!!

logo QNAS IWGRLMITNFAGPMNNF I LGFVVLAVFVI LI FLFAFLVQGGVPQDVTTSSTNQLVITQVTAENEGGAI
AQQVASGVLVKTGDQAI IVA INGKEDKVRTDYWEDAS ILAKRE

NTDB id 241546 CHF41 RS01695 WP 119875743.1 QNASIWGRLMTNFAGPMNNFILGFVAFVLFFFLQGGVPDVTSNQVTVTEEGAIQQAGVVTGDQIIAINGEKVRDYEAIAR 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!!!*!!!!!!!!!!!!!***!****!*!!!!*!***!***!***!!*!**!**!!!*!*!!!**!!*!******
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NTDB id 241546 CHF41 RS01695 WP 119875743.1 AIAKASQDAKTAPTLAVEV.NHEGQTKTLDVTTKEIDGSYYLGVSPILKTGFVANIVGGFKETIATSMLIVTALKNIIAQ 319
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !*****!*******!*!*!****!!**!**!******!!!*!!!!!*!!!!****!*!!!*********!***!!**!**
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NTDB id 241546 CHF41 RS01695 WP 119875743.1 FDLNKLGGPVAIYQVSSQAAANGWGSVLRLLAMLSINLGIFNLIPIPALDGGKIVMNLIEAIRRKPLKQETESYITLAGV 399
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !*!!!!!!!!!**!*!*!!***!**!*!*!**!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!*!!!!!!!!!

logo AI
VMVI

VLMIAVTWNDI LMRVAFF
NTDB id 241546 CHF41 RS01695 WP 119875743.1 AIMVILMIAVTWNDILRVFF 419
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!*!!!!!!!!!!*!*!!
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