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NTDB id 45 SMU RS00375 WP 002263400.1 ......MLKDFGKKIKSLRLEKGLTKEAVCLDESQLSTRQLTRIESGQSTPTLNKAVYIAGRLGVTLGYLTDGENVELPS 74
NTDB id 241540 CHF41 RS00480 WP 119875514.1 .....MKKEGFGEKVRRLREKRGWTREQFCNDELDLTVRQLTRIEHGISKPTLTKIFFIARRLGLSLFEL.MPDYIDLPD 74
NTDB id 458 SSUD9 RS00355 WP 002935296.1 .....MNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 74
NTDB id 455 SSU RS00330 WP 012774888.1 .....MNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 74
NTDB id 465 SSU05 0053 ABP89025.1 MEVWFMNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 79
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NTDB id 45 SMU RS00375 WP 002263400.1 RYKELKYLLLRTPTYGDQQRLAEKETYFDEIFSQFYDDLPEEEQLIIDGLQSKLDIHFSDNIDFGVGILNDYFDQILRKT 154
NTDB id 241540 CHF41 RS00480 WP 119875514.1 QYVKLKYDILRTPTYNQLDLVEKRNQKLLEIYDHFYDMLPEIERLAIDTLQSTIDVLETQSDTFGKDIINTHIPRIERKK 154
NTDB id 458 SSUD9 RS00355 WP 002935296.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIVVDTLCSLFDVLDTDSQEYGKEILDDYLHQSYHRS 154
NTDB id 455 SSU RS00330 WP 012774888.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIAIDAIQSRIDTLESGTAGFGKEILEDYFEQIFRKR 154
NTDB id 465 SSU05 0053 ABP89025.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIAIDAIQSRIDTLESGTAGFGKEILEDYFEQIFRKR 159
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NTDB id 45 SMU RS00375 WP 002263400.1 NYQVNDLILIDLYFSCLTVSGLDSAIFDSRKYNQLLETLLKQVDCLPLEDLFVLNNVLLNNFGLLLELKKYDFVKQLIAV 234
NTDB id 241540 CHF41 RS00480 WP 119875514.1 KYDVHDLLIIRLFIEHAYLSTTAKTATSRKVFLKLVSELPKQVALIEPEDLFVLRNVIFAAIRVLGAKGICEPIPVLLQG 234
NTDB id 458 SSUD9 RS00355 WP 002935296.1 KLSINDLMILRLFIEHCQLEDLSVGTSNYALFTDLIEKLPQSIYDVHSESLFIVRDLFLAIVRILFSKELYNHIPVYIEK 234
NTDB id 455 SSU RS00330 WP 012774888.1 KYELNDLLIVRLHLEYVRLSS..CDSEIFRQFLKIIEHLHEQINIINSNDLFVLRDTLLSCVNILGSKKYYEPIPKIFDS 232
NTDB id 465 SSU05 0053 ABP89025.1 KYELNDLLIVRLHLEYVRLSS..CDSEIFRQFLKIIEHLHEQINIINSNDLFVLRDTLLSCVNILGSKKYYEPIPKIFDS 237
consensus *****!!****!*** * *** * ** ****** ! ** ** ***!!******* * *!**** ***** ***

logo

S
I
V
E
N
D
N
Q
KI IMDEQI

L
R
S
S
T
H
QDFQKYKP I FLVNSMLVVLRTKWKHYHAELKLFVEHQDHRKNDHVYRAEKDI

Q
EAKYEARKSHYCYDKNLADEALIV I

T
LFAQRSKLLMTIGNEQNFIRNEHLKMREQENQKI

L
H
Q
E
K
M
N
E
Q
D
EWEQRLKVDSNTMQDNSFGLAKTRTFLSC

NTDB id 45 SMU RS00375 WP 002263400.1 SNKIMDRTHDFQKKPIVNLLTWKHHLFVEKDYAEAKKSYDAAILFAQLTENINLRENLEKEWQKDSQNGT..... 304
NTDB id 241540 CHF41 RS00480 WP 119875514.1 IDQIMQITQDFQKYPIFSMLRWKYELLVHRDVKQAYAYCKEALIFARLMGNRHLMEQLHNQWRLDTMDFATFLSC 309
NTDB id 458 SSUD9 RS00355 WP 002935296.1 IENIMELSQDFQKKPILNLVKWKYELKVQHNHEIAERYYNEAITFASLLNQFHLKEKLQMEWEKDTQSLKR.... 305
NTDB id 455 SSU RS00330 WP 012774888.1 VDKIIQSTQDFQKKPIVSVLKWKYALFVDKDRDEAEKHYLDAVLFAKLIENRELEQKIEEDWRVDNQ........ 299
NTDB id 465 SSU05 0053 ABP89025.1 VDKIIQSTQDFQKKPIVSVLKWKYALFVDKDRDEAEKHYLDAVLFAKLIENRELEQKIEEDWRVDNQ........ 304
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