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NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN......NSNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
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NTDB id 425 SGO RS10525 WP 012131081.1 SVITYSESNSDAI.....FDNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVITYSANRQNSV.....FGNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 215 SPD RS10945 WP 000681597.1 SVITYSANRQNSV.....FGNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 181 SPR RS10425 WP 000681597.1 SVITYSANRQNSV.....FGNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 145 SP RS11450 WP 000681597.1 SVITYSANRQNSV.....FGNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVITYSANRQNSV.....FGNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
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NTDB id 181 SPR RS10425 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 145 SP RS11450 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 539 SM12261 RS09395 WP 000681587.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
NTDB id 241537 CHF41 RS00105 WP 119875441.1 TYADIAVIKIAADKVKTVAEFADSDKIKVGETAIAIGSPLGSLYANTVTQGIVSSLSRTVTSKAEDGQTISTNAIQTDTA 229
NTDB id 381 SMU RS09890 WP 002262650.1 TYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAA 233
consensus !**!**!**!****!**!!!!**!*!**!!!*!!!!!!!!!!*!!!*!!*!!!!!!*!*!****!*!**!*!*!!!!!*!

logo INPGNSGGAPLVINIKQGQVIG INTSSKITANSTTSSNNSANASGSGVTASVEGMLGFAIPSANDVAVI SNI INEQLEEKNGEKVVITRPALGIKSQMAVNLSESNAILVNSSTTS
NTDB id 425 SGO RS10525 WP 012131081.1 INPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS 307
NTDB id 256 KZH43 RS10270 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
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NTDB id 181 SPR RS10425 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 145 SP RS11450 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 539 SM12261 RS09395 WP 000681587.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS 304
NTDB id 241537 CHF41 RS00105 WP 119875441.1 INPGNSGGPLINIQGQVIGITSSKITSSSNSAAGVAVEGMGFAIPANDAVSIINQLEKNGKVIRPALGIKMANLSNLSTT 309
NTDB id 381 SMU RS09890 WP 002262650.1 INPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS 313
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NTDB id 425 SGO RS10525 WP 012131081.1 SSDRLKLPD.NVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIK 386
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIRRLNIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 215 SPD RS10945 WP 000681597.1 DIRRLNIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 181 SPR RS10425 WP 000681597.1 DIRRLNIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 145 SP RS11450 WP 000681597.1 DIRRLNIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIRRLNIPS.NVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 241537 CHF41 RS00105 WP 119875441.1 QRQKAGIEDDSLKAGIVVLSTQKGLPADGQLEQYDVITKIDGETVENISDLQSALYKHTVGDTISITYSRHGKENTINIK 389
NTDB id 381 SMU RS09890 WP 002262650.1 GRDTLKIPS.DVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQ 392
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