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NTDB id 241536 CHF41 RS00100 WP 119875439.1 ..MEELRYIAITDISPNPYQPRIHFDQEKLEELALSIRENGLIQPLIVRKSAIIGYELLAGERRLRASQLAGLTTVPVVV 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
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NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
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NTDB id 241536 CHF41 RS00100 WP 119875439.1 GHARLLIPYQAK.EQEQWLHTILEKELSVRALEAALSTKKTKTIQPSKNLFVKEAEKNLQQLLGTAIDIQQKKNGGGTLS 236
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
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X non conserved

X similar

X ≥ 50% conserved


