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VL IVGRLTRKDVPDELRYTSPNSGVAAVAGTQTFSTMLAVDNRPQTFNTSNAQNSGDEREADF IPNI
CVI

TWRKQRLQSAETNCFVANYFTLRKKGRSLATVAGVEDGRMLQVTR
NTDB id 241380 CIC07 RS25015 WP 021878898.1 MLNRVILIGRLTKDPELRYTPSGVAVTQFTLAVDRPFNSQSGEREADFIPIVTWRQLAETCANYLRKGRLTAVEGRMQVR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!*!*!!!!*!**!!!!**!*!!**!**!!*! !****!*!!!!!!**!*!!* !!* !!***!!*! *!*!!*!*!
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NTDB id 241380 CIC07 RS25015 WP 021878898.1 NYENNEGKRVYVTEIIADNVRFLESGNRDGGSREEGSYNAGGSGGYSGGSGNGGGSGSSGGGYGGGQSSGGNQGGGSYGG 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS..........GGYNEGN............SGGGQYFGGGQNDNPFGG 138
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG.....ASQNFNSNQ............SNGSQ.......QSGFTS 136
consensus !!!!**!*!!*!!!****** *!!*** * ** ****** ** **!*! ** * ***
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RDPFSADNNDGKQRAP IDI SEDDDLPF

NTDB id 241380 CIC07 RS25015 WP 021878898.1 NRGG...GGGSQGNRDPFSDDGRPIDISEDDLPF 191
NTDB id 113 BSU 40900 NP 391970.1 NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus *** **** * !!!***!**!!!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


