
logo MNQTVEPLVEKKKNPSLSFSAKDELQQFTLHRQSRHLLRTE I
L
P
SFSDEELMI ENWHI EKHNGFYI STAEKNS I IS IKNKKRGRYLRCNRCGQNTDKQRYFSFSYHWSCSDSEGKNKQLMY

NTDB id 241268 BaGK RS18525 WP 094232855.1 MQTELKKKPLFSADLQQFLHQRHLLRTEIPFSEELINWHIEHGFISAEKSIIKNKKGYLCNRCGQNDKRYFSSYWSCSDEKNQMY 85
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNKLY 83
consensus !* ** ! * !! *!!! !* !!!!!!!**!!*!*! !!! *!*!*!! !! !!* ! !!!!!! ! !!!! !*!** !! *!

logo CRSCVMMGRVSEENI
V
F
PLYSWI

K
E
KENVEASNSWKQPS IKLTWDEGKLSLSGQQKAADNI

VL IDEAI STKKREELL IWAVCGAGKTE I
MLFPGI EFSALNQGFL

NTDB id 241268 BaGK RS18525 WP 094232855.1 CRSCVMMGRVSENIFLYSWIKEVEASWQPIKLTWEGKLSLGQQKAADILIDAITKREELLIWAVCGAGKTEILFPGIEFALNQGF 170
NTDB id 108 BSU 35470 NP 391427.1 CRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGL 168
consensus !!!!!!!!!!!! **!!!! ! ! ! *!!!!!*!!!! !!!!!! *!!*!!*!*!!!!!!!!!!!!!!!*!!!!!! !!!!!

logo RVC IATPRTDVVLELATPRLKATAFQGTATDKI SALYGGSDEDKGRSLSPLMI STTHQLLRYKDEAFIDVI
M
I
V IDEVDAFPYSADQTLQFAVQKA

NTDB id 241268 BaGK RS18525 WP 094232855.1 RVCIATPRTDVVLELTPRLKTAFQTTKISALYGGSEDKGSLSPLMISTTHQLLRYKEAFDVIVIDEVDAFPYSADQTLQFAVQKA 255
NTDB id 108 BSU 35470 NP 391427.1 RVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKA 253
consensus !!!!!!!!!!!!!!! !!!! !!! !!!!!!!!*!!! !!!!!!!!!!!!!!!!*! !!**!!!!!!!!!!!!!!!!!!!!!!

logo RKKNSTL IVYLSATPPSKELKKRKAHL INGKQLHNSVR IPARHHRKPLPEPRFCVWCGNWKQKKLANGRNSKIPKPAQVKI
RW I

VEFQHVKEGRPVFLFVPS
NTDB id 241268 BaGK RS18525 WP 094232855.1 RKKNSTLIYLSATPSKELKKKAHIGKLNSVRIPARHHRKPLPEPRFCWCGNWQKKLAGSKIPKQVKIWVEQHVKEGRPVFLFVPS 340
NTDB id 108 BSU 35470 NP 391427.1 RKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPS 338
consensus !!!!!!!*!!!!!!*!!!!*!!* ! !*!!!!!!!!!!!!!!!!!!*!!!!! !!! !!!* !! !*! !!!!!!!!!!!!!!

logo VS IVLEKAVATACFAKGMVHRCYRTAGSVHAEDKHNRKEKVQQFRDGQRLDLVL ITTTI LERGVTVPKMVQTGVLGAESPS I FTESALVQIAGRTGRH
NTDB id 241268 BaGK RS18525 WP 094232855.1 VSVLEKVTACFAGMRYRTAGVHAEDKNRKEKVQQFRDGRLDVLITTTILERGVTVPMVQTGVLGAESPIFTESALVQIAGRTGRH 425
NTDB id 108 BSU 35470 NP 391427.1 VSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRH 423
consensus !!*!!! !!! !***!!! !!!!!!*!!!!!!!!!!! !!*!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KEKHYADQGDVIYFHCFGKTKSMI
LDARKNHIKNEMNEKLAARKNVECL ITD

NTDB id 241268 BaGK RS18525 WP 094232855.1 KKHAQGDVIYFHCGKTKSMIDARNHINEMNKLARKNELID 465
NTDB id 108 BSU 35470 NP 391427.1 KEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus ! *! !!!!!!!*!!!!!!*!!! !! !!! !! ! !* !
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